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-NCBIprot DNV IC. EFERI UniprotkB OCFIBZ=HEHULE T,

AEETIE UniprotkB Z MASCOT TIEFERIBEIC S B A5 CHRALE T,

MASCOT Server [CTXK<KFAINTWVWSDT—9AXR—2X INCBIprot (IH&FK NCBInr)]) IXIRE
T77ANWTAZTINRERBICRKE<BVEFULR,. TDEDHEICYNIIARYIBFRET D
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AERTIHRAZETFELTVWET—IAN—X, UniprotkBJ [E2DDT—FIN—ZX D SIBRT
NTWET, reviewned(RBENBEINRZ)DY VINVBENREFEINTLS SwissProt &,
unreviewed(BE) 7/ 7— 3 ) DEEMNHULD TrEMBL TY .

SwissProt & MASCOT ICTT—49R—X% ” SwissProt” &WL\SZFRTEEIC MASCOT ICTEMR
LTWET, ©O—ADT—FAR—X, TrEMBL (& NCBIprot &El7zJ T +~TEHENTZ
SINDBEDT—HIR—IT, MBEELZVN NS NCBIprot DRAmME U T2 CFIARAE
T, UniprotkB OFFEIE LT, D7 M IVERS T SIRICEMRBZ LU & T DRI GRY JAH
ZMMEI—H—RITHRETTZIAUVY MNRBYET, EYEBEORYVAHETIETI?AI
A XWNINELRY, T—IR—IEEFEFDO S TN ZRITDENTEFRT,

A THNIL. BEIC MASCOT (2D T —49 R—2R ISwissProt] [Z. TTrEMBL) MRBZEINZ %
E T UniprotkB EE—IZR W XIH, BOEHT —IR—XZ2lAEDOE TIRET DREIIET
FRNMNDENS. 7 UniprotkB” ZHRZRT —IR—REUTHATIENBATVLET,
UniprotkB &= CHFIBDERICIE. SwissProt DI M —ERB UL TVWBDRICTIFELSLETL,
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ARERTIE UniprotkB TEMREDRYIAHZITOT2T —IRN—RZEUFL MASCOT ICTHEFR
FBAEICOVWTIERERLTWVET, UniprotkB Z MASCOT THIABT BICIX,

1. MASCOT ICTT Predefined EUCERSNTLWROUTUVYEFRBA L TEEMNICEKRET D
[—>P.2]

2. ZB&TUniprot 1 bHS T 71 IVERBL, T—IR—XETY LTS
[—=P.T]

D2BUNBYXT,

LR, ENENOREICOVWTIRAWEZLERT,

1.predefined EUTERINTWVWS I T VY EFHAULT
BEICEKRET D

2020 £ 3 B& Y. MASCOT fBIC Uniprot MEZE% predefined & U TLW DO\ DEYIFE THR
LTCTWET,
predefined DET—IR—XDEZFNIUTDLSICRODTUVET,

UP5640_H_sapiens

UP [ UniProtkB MERER, 5640 (& ProteomelD, TNREICEVEREVDEHTI, 2020 F 9 A
[WE. LT 18 BEOEYENREFRINTVERTD,

Arabidopsis thaliana, Bos Taurus, Caenorhabditis elegans, Chlamydomonas reinhardtii,
Danio rerio , Dictyostelium discoideum , Drosophila melanogaster , Escherichia coli
(strain K12) , Homo sapiens , Mus musculus , Mycoplasma pneumoniae , Oryza sativa subsp.
japonica , Rattus norvegicus , Saccharomyces cerevisiae , Schizosaccharomyces pombe ,
Xenopus laevis , Zea mays

SFHIZLLT HP £ T8B<ETL,
http://www. matrixscience. com/search _intro. html#DB

LARE, Predefined MABEZE MASCOT ICtEw T 218 CRAVLVZLET,
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WEB T'= ot MASCOT @ Home BEEZRIS. /\1/N—1J 2% ” Configuration Editor” %
2w O UET, HEVWTIENSDEEm T Database Manager” =21 w o UZET,

T T T

Mascot Utilities

Your system administrator may have restricted access to these

Database Status

View the status of all the sequence databases. Links to
status, log files, etc.

l.. Mascot search engine | Protein i X  },, Mascot configuration

A tabular view of the search Id O O tF1UTRELL | t5820/mascot/x

I Configuration Editor I Mascot Configuration

Browser-based configuration ¢ Amino Acids Amino Acid Data
database management. Modifications Modification definitions
Symbols Symbols used in chemical formul

Linkers Linker definitions
Enzymes Enzyme definitions
Instruments Fragmentation Rules
Quantitation Quantitation Methods
Crosslinking Crosslinking Methods

i i i Global Options in mascot.dat
Database Manager Sequence databases, Parse Rule

5820/ /macentivorai/dh mananer nl

Database manager DEREEEMNIZNE T,
BmWT, AL —AIZ3 5 [lFastal #. ” Enable predefined definition” 21w o UZET,

l. Mascotsearchen: x |L Mascot configurat X ], Mascot Database ' x| +

O @ E¥1UT1REEL | t5820/mascot/x-cgi... Fg  ¥= 2

Databases and spectral libraries

Databases (16)
Parse rules (16)

\:{':'\:E .f?
Scheduled updates Name Mode \?} Typei? Status
Running tasks (0) cRAP predefined AA In use | Get new files ‘ | Deactivate ‘
Settings
Human_EST predefined NA In use | Get new files ‘ | Deactivate ‘

Enable predefined NCBIprot predefined AA In use | Get new files ‘ | Deactivate ‘

definition
Synchronise custom NCBIprotcopy custom AA In use | Get new files ‘ | Deactivate ‘
definitions
Create new NIST_BSA_IonTrap predefined SL In use | Get new files ‘ | Deactivate ‘

M NIST_Human_HCD predefined SL In use | Get new files ‘ | Deactivate ‘
Enable nredefined
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MASCOT I CEBL TLWD., T—IR—X—BNRKRRINET, —BEBDPR T, UP] hSIRxED
F—HR—2ERLET. BHOENE LTV SEYBERL. A5EORBNEZDF—F
R—ZADITIC3H 3" Enable” MY VEBLTEEL, [FITIEXH sapiens & UET]

L Masco' X | L Masco X L Masco X | =+ - = i
< O O t1U71RE | t5820/m.. ¥ Q
UP2195_D_discoideum | Enable -

UP2311_5_cerevisiae Enable
UP2485_5S_pombe Enable
UP2494_R_norvegicus | Enable
UP437_D_rerio Enable
UP5226_T_rubripes Enable
UP5640_H_sapiens Enable
UP589_M_musculus Enable
1IPSQARN O sativa Enable

AR

T—INR—ZADRKEZNICDOVWTCHESRT DBEENIRNE T, 774/ MERETHEN R,
HDVWEIMEICK>THREEZLEURLLT” Create” My ZOUYIULET,

]j,._. Mascot search engine | Pro X | 11,.__. Mascot configuration X ]ln... Mascot Database Manage X | + B = cs
& @) © TX2YT1RELL | t5820/mascot/x-cgi/db_manager.pl?... ¢  ¥= S
Database Manager - - T
Enable predefined definition
Databases (16)
Parse rules (16)
Scheduled updates Database name:
(0) UP5640_H_sapiens
Running tasks (0) Base directory (?)
Settings | C:/inetpub/mascot/sequence
Database files will be located in the subdirectory UP5640_H_sapiens of the base directory. The
) new directory will be created if it does not already exist.
Enable predefined
definition
Previousl| | Create
Synchronise custom - |
definitions
Create new
Enable predefined -
A Eian it
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NTEHREFTZTT TI, ZREARBD Summary NFJRINTWLWETDTIHRLSIZTL, 2
BEE—&FFICRRINTVDREDIC, 70D 70— RAREBINET, Fo0O0—KRD
EWELVEFUSHESRETDZ6ICIE. 7 Running tasks” Vo= 01)w o LTLIEELN

11-.... Mascot search engine | P X | 11-.... Mascot configuration x L Mascot Database Manac X |

& O @ TXIUT1RELL | t5820/mascot/x-cgi/db_manager.p... ¥g Y=

Database: UP5640_H_sapiens

Databases (17)

Parse rules (17)

Scheduled updates
\

Name
Running tasks (1) UP5640_H_sapiens
== Using predefined definition
UP5640_H_sapiens
Configuration last updated Mon May 11 10:30:50 2020.
Enable predefined
definition Database type
Synchronise custom Amino acid (protein database)
definitions

Database directory
L/ inetpub/mascot /zeauence/ FSE40_H_sapisns/ourrent

Enable predefined UPSB40_H_sapiens ¥.fasta
definition

Create new

Synchronise custom

definitions About to download or copy files

Create new

- Database files need to be downloaded or copied before database configuration can be completed.
Spectral library

filters Download task is in gueue position 1; waiting for downloading to start. See the task queue for
more details. (Download task added Tue Sep 15 10:47:50 2020.)

REYIO-REINTVBT7MILPBIICEGEULE I 71 ILDT A ABRENKRTINKT,

’L‘ Mascot search engine | Protein i© X | L Mascot configuration X L Mascot Database Manager x Pk - o 2
& (@) @ tF1UT11RERLL | t5820/mascot/x-cgi/db_manager.pl?sub=tasks Y7 = <
Database Manager
oo () | Database Manager tasks
Parse rules (17) Database Manager processes scheduled tasks one at a time in the background as long as Mascot (ms-monitor.exe) is
Scheduled updates running.
0
(0) Task processing is currently enabled. Task queue and currently running tasks are shown below. P Task process
Running tasks (1) control
Setti
etings This page will refresh every 10 seconds.
Enable predefined No tasks in queue.
definition
Synchronise custom | Title Started
definitions Downlead files for Tue Sep .5%] Downloading <https://www.uniprot.org/uniprot/? Cancel
Create new UP5640_H_sapiens 15 uery=proteome: UP000005640&format=fastaf&compress=no&include=yes
dbnan_download.pl UPGE40_H_sapiens 10:48:02 Btry 1 out of 50)
2020
Enable predefined
definition
Synchronise custom Task I°g
definitions
Create new Process end time Command
Spectral library [Mon Aug 24 17:03:54 2020] dbman_dewn|cad.pl NCBIprot -
- »
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90— RHITETTHEMSOTICTT—IR—XDEENBRFY ET, 1‘%"”47&5%!1 Database
Status (MASCOT @ Home EIEIC VI HYUKT)ICTHEENTEEXT, T —IR—XDEHRE
R Y 2 3RBEOEmEICOVWTIRALET,

LLFDESIC, ” Filename” X" Pathname” MZEEDIRREDEFIL fasta T 71 Iy
INTULWRWIREET T, ¥y v0O0—R#%E, J71IVEBREURREDEMICEY FEINBET
ZDEFBINDINBENHY £,

cot /zequence/UF9640_H_sapiens/current /LR

Filename

M i

State Time = Thu Jan 1 09:00:00 # searches = 0

Mem mapped = MO Reauest to mem map = YES Reouest unmap = MO Mem locked = MO
Mumber of threads = -1 Current = N0 Twpe = Amino acid

BEBDIZE. StatusIEBEIZ” Creating compressed files N % complete ” &EFRRINET,

Mame = UPSB40 H =ariens Family = C:/inetpub/mascot /sequence/UPSB40_H_sapiens/cur
= C:/iretpub/mascot /sequence/UPHE40_H_.

I LU

L= B Ar= §
Status = Creatlng “compressed files  28% complete
H — 16 1 -E1 .50 4

em mapped = NO Request to mem map = YES Reauest urmap = MO Mem locked = NO
Mumber of threads = -1 Current = MO Tvpe = Amino acid

BENTTI DL, Status IHBIZ” Inuse” EFRRINET, Inuse EBNIFLIERET DE
NTEET,

Hame = UP584U H sap i ens Family = C:/inetpub/mascot /sequence/UFS640_H_sapiens/cu

$ | sapiens 20200817 .fasta Pathrame = C:/inetpub/mascot /sequence/UPS640_H|
otatistics Recompress file

- 1% 10:49:07 # searches = 0

Mem mapped = YES Request to mem map = YES Reguest unmap = WO Mem locked = NO

Mumber of threads = -1 Current = YES Twpe = fmino acid

LIET Predefined MEZRARBNS UniprotkB =t b9 DIRIEICEET DERBRIZIKR T TI,
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2.2B85 T Uniprot U1 +HO\S T 7AMIVEREB LT —9XR—
o EAV N S IS

FOHEBINTVWDREITEIENRONTVET , EFIN TV zHRBLUANDEYE. 55
WEEEOHAEHDEECBETEY b T578I2(F. Uniprot T MMIHIFS T 71 ILDER
BZEULDAT, MASCOT [CTEY T 2MENDBYFET, RUAAZITOEMEDHIE LT,

MOryza sativa subsp. japonical ZfE> TIERFALVEZLET,

aHIC. Uniprot 1 KW I PAIVERBIT SHEICOVWTIREAWVNEZLET, SEIE
EYREICLDRVIAHFEITVE TN, EYREIC L > TIHBIRBFDOBEEE L TUR Ty TENS
AEH S CBEOENDEYRE - BB - MERELICKW\WIENDY FT, HEICRKHET 5726
[ZI& NCBI @ Taxonomy ID EHRMMNETY, Z_ C. FAIIC NCBI O Taxonomy ID ZHEEAL TH<
BxbEHULTVET,

NS5DOFEZ.
A.  NCBI @ Taxonomy ID Z#ERd D (WAETIEHY FTEAN. ERZHHHLEZLET)

- P.8

B. 774 ILDEVS

- P.10

[CTIRALTUVET,

F7z. Uniprot NSEUF U727 7 A VI DWW TIKREEIC MASCOT ICTEY hTBEMNTEFHT,
Uniprot DT7F—FIAR—RIIERAINZEEEZNCEN S, MASCOT TIET <ITHERT D700
T#—=YEFHERLTHY ., EREICIEZFDTA—T Y M EEIRT DHTEITLET,
{ER#. Database Status EE&E CHEFEINRIZHEALET,

_NS5DOFEZ=
C. MASCOT TDOFT—HN—REKE

- P.13
D. F—4R—RDIEEMHED

- P.18

[CTTEHULTLET,
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A.  NCBI O Taxonomy ID =9 D (MWEATIEHY XEAN, EHEEHEDLEZLET)

NCBI & Taxonomy - k
https://www. ncbi.nlm. nih. gov/taxonomy
NTP7IOEZAULET,
EELEORRRE T, EYERICLDIREEITVET, F—T—RZANT ISearch] K&~
ZHUET,

(¢] Q (o' https://www.ncbi.nlm.nih.gov/taxonomy ons w Q %

& NCBI  Resources @ How To @

Taxonomy Taxonomy

- BOryza sativa subsp. japonica

5 Advaliced

COVID-19 is an emerging, rapidly evolving situation.
(1] Get the latest public health information from CDC: hitps://www coronavirus.gav .
Get the |atest research from NIH: hitps:/iwww.nih.gov/coronavirus

AV . LA Y Taxonomy
UMW N WX W

The Taxonomy Database Is a curated classification and nomenclature for all of the organisms in the |

N ,;? w abh 2 ! ] v T \ ) ” w databases. This currently represents about 10% of the described species of life on the planet.
)] . ‘, DC L

Using Taxonomy

Taxonomy Tools Other Resources

Quick Start Guide Browser GenBank

EAQ Common Tree LinkQut

RERBERNFTRENKT . BROEYEZDNAN=U2D 020 ILET,

« C & O & https://www.nchi.nlm.nih.gov/taxonomy/?term=0ryza+sativa+subsp.+  *** w2 | QAex N D

= NCBI  Resources & How To ¥

Taxonomy Taxonomy v |Oryza sativa subsp. japonica |w

Create alert Limits Advanced

COVID-19 is an emerging, rapidly evolving situation.
] Get the latest public health information from CDC: https://www coronavirus.gov .
Get the latest research from NIH: hitps-//wwnwv nih.gov/coronavirus.

Display Settings: + Summary Send to- «
Related information

IOrvza sativa Japonica Groupl Nucleotide

Protein
Nucleotide  Protein

Assembly

BioProject
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BREEICT. ZEEYED Lineage (REDDRTINK T, FRIEEHNIEULV\ERE - 1 - #4 T
HINWEHRLBNS, §y—Tv hETBIHEEDNAN-D2D0EI )Y IULET,

= = Taxonom
(3 NCBI s BrOWSEl’y

Entrez PubMed Nucleotide Protein Genome Structure PMC Taxonomy

Search for as | complete name -~ lock Go | Clear
Display |3 levels using filter: \none v|
[ Nucleotide [J protein [ structure ] Genome Fl':‘ ] _ Conserved GEOQ Datasets
opset Domains
= ] [J sra ; ] : [ identical Protein
[ Gene Experiments [ LinkOut BLAST O GEO Profiles ] Groups
1 Il ample (] Bio Systems L [ abvar L] Genetic &Eg [ Host [ viral Host
Assembly Registry
[ PubChem
BioAssay

Lineage (full): cellular organisms; Fukaryota; Viridiplantae; Streptophyta; Streptophytina; Embryophyta
Euphyllophyta; Spermatophyta; Magnoliopsida; Mesangiospermae; Liliopsida; Petrosaviidae; commelinid
Poaceae; BOP clade; Oryzoideae; Oryzeae; Oryzinae; Oryza; Oryza sativa

a OI'VZE] sativa Japonica GI'OI.ID Japanese rice) Click on organism name to get more information.

= Oryza sativa temperate j subgroup
= Oryza sativa tropical japonica subgroup

EREMmEIZ T, NCBI @ Taxonomy ID #F T v o ULET., LLTDOHITHNIE 139947 TT,

& Taxonom
<3 NCBI Browsery

Entrez PubMed Nucleotide Protein Genome Structure PMC

Search for as | complete name ~ lock Go  Clear
Display | 3 levels using filter: | none ~|

Oryza sativa Japonica Group Entrez records

EVONNVAIPESEEL YA references in articles please use NCBI:txid39947) Database name Subtree links

Taxonomy

PR — Nucleotide 1,440,818|]
Oryza sativa Japonica Group Protein 328,847
Genbank common name: Japanese rice Structure 155
NCBI BLAST name: monocots Genome 1
Rank: no rank Popset 643
Genetic code: Translation table 1 (Standard) Conserved Domains 3
Mitochondrial genetic code: Translation table 1 (Standard) 0 Doraeet ST
Plastid genetic code: Translation table 11 (Bacterial, Archaeal and Plant Plastid) atasets —
Other names: PubMed Central 120
heterotypic synonym Gene 94,870
(Oryza sativa (japonica cultivar-group) SRA Experiments 8,080
GEO Profiles 22,575

Theterotypic synonym

LA EDRET NCBI O Taxonomy ID ZHEEELTHTET,
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B. 771 ILDEE

UniprotkB M1 OS5 EMREZE RO E UTRHERYIAAL FASTA D 7 1 VEBB L E T,

%9 WEB Browser T https://www.uniprot.org/ A7 ItLAUET,

WN7ZEEOEZ I L—LICH S,

e

The mission of UniProt is to provide the scientific community with a comprehensive, high-quality and freely accessible resource

¢ @ ©

Swiss-Prot

(562,253)

n
h Manually annotated
and reviewed.

Records with
information extracted
from literature and
curator-evaluated
computational
analysis.

a https://www.uniprot.org

TrEMBL
(180,690,447)
Automatically
annotated and not

reviewed.

Records that await full
manual annotation.

Getting started

UniRef

Sequence clusters

UniParc

MUniprot] M&7zY (FRIFH#DZD )Y I ULET,
s

Proteomes

Proteome sets

Literature citations

Cross-ref. databases

20
(54

Sequence archive

YouT®

(o

Supporting data

Taxonomy

F

Diseases

XXX

9

UniProt data

Keywords

Z AR

Subcellular locations

Uniprot ®% I\
LET,

g_

ENBRNET,

BIE_EHRIC 35 DARZRB DAL

Advanced”

=0Uvo

*in UniProtkB x |+

<« O

& https;//www.uniprotorg/uniprot/

Align

UniProtKB results

UniProtkB consists of two sections:

Retrieve/ID mapping Peptide search

ﬁ Reviewed (Swiss-Prot) - Manually annotated

analysis.

Records that await full manual annotation.

SPARQL

Records with information extracted from literature and curator-evaluated computational

Unreviewed (TrEMBL) - Computationally analyzed

Con

Help

@ Basket ~

The UniProt Knowledgebase (UniProtKB) is the central hub for the collection of
functional information on proteins, with accurate, consistent and rich annotation. In

addition to capturing the core data mandatory for each UniProtkB entry (mainly, the

amino acid sequence, protein name or description, taxenomic data and citation
information), as much annotation information as possible is added.

@ Help

B UniProtkB help video

B Other tutorials and videos

& Downloads

Filter by

Reviewed (563,082)

&, Download

# Columns >

(11025 0f 189,525,031 P Show |25 ~

QUITG3 ACCA_STMAM Mg Acetyl-coenzyme A accA SAVI700  Staphylococcus aureus (strain MuSO / ATCC
- carboxylase carbo.. 700699)
“88"‘;‘(':“’;"‘5“ (] 49145 SHTID_RABIT [ 5-hydroxytryptamine HTR1D Oryctolagus cuniculus (Rabbit) 377
e receptor 1D
. () P18271 8513 TRYCR Mg Sialidase 85-1.3 SAB5-1.3 Trypanosoma cruzi 175
Popular organisms B
Human (192,656) [] Q3KF15 ACCD_PSEPF  Ma Acetyl-coenzyme A accD PAI01_1898  Pseudomonas flucrescens (strain PfO-1) 306
"% carboxylase carbo...
Rice (148,755) ] PBOS12 ADHI NAJNA &  Alcohol dehydrogenase 1 Naja naja (Indian cobra) 375
A, thaliana (121,738) i
] B3GXY6 AMPA_ACTP7 M Probable cytosol pepA APP7_1157 Actinobacillus pleuropneumoniae serotype 7 499
Mouse (86,550) - aminopeptidase (strain AP76)
L QOAT76 _ACI27 ARATH M. A like MADS by AGL27 F¥i _FI M Arabid sthaliana (Mo £Ar Lress) 196

e T S S

10
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TE. &RYIAHFHDIEEZEIRT. Taxonomy[0C]ZZIRUFK T, il THDRIC, £WES
FZIXERICANTZ NCBI @ Taxonomy ID ZAAULET, UIXSK<THEANEBICERT D
HEMERE UTMUICERTRINDDT, ZHEBEEZERL. 2UvIULFET, URMHSIEH
IR B, ZIMDEAD [ 1 ADOEED Taxonomy 1D THEEISFEALTLREETW, 8
BIMMOBEENEZE) X L7y TEINEHES. Taxonomy ID ZHZRICIHBEZRHEL TETL,
EENEUGEEINTWD CE&MHRE. Y14 707467TD lSearch] RY U EBULET,

I~ L& St

Searching in UniProtkB @ Help
Term
i v|[Faxenomy 16C Y |39947 | | @

Term i i i i
Oryza sativa subsp. japonica (Rice) [39947]
Term Alcaligenes sp. 259357 [399473]

AND v| All+
‘: Alcaligenes sp. 135402 [399472]

Term
Term
Taxonomy [OC]+  [39947 | @
Term Oryza sativa subsp. japonica (Rice) [39947]
[AND v| Al |
Term Alcaligenes sp. 259357 [399473]
[AND v| Alls | )
Alcaligenes sp. 135402 [399472]
Term
‘AND v| Allw \ Phytophthora sp. EC3099 [399476]
Phytophthora sp. EC3090 [399474]
Search
Suhomyces vadensis [399471]
S, —-_gt
DREICHREET]

11
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EYEESHRERIMRYAAFRGEERT DY VINIVBO—ENRENE T, HilL\TT 71 IVEGS
Dz, VX SLEERICHSD Download] 22 ') v I LFET,

" taxonomy:"Oryza sativa subsp. j- X | - = B X
& O & https://www.uniprot.org/uniprot/?query=taxonomy%3A"Oryza+sativa+subsp.+japonica+%28Rice%29+%5B39947%5... ¥¢ 3= 4

taxonomy:"Oryza sativa subsp. japonica (Rice) [39947]"

Hel’ Cor;t;it
UniProtKB results

UniProtKB consists of two sections: =

BLAST Align Retrieve/ID mapping Peptide search SPARQL

The UniProt Knowledgebase (UniProtKB) is the central hub for the collection of
functional information on proteins, with accurate, consistent and rich annotation. In
addition to capturing the core data mandatory for each UniProtKB entry (mainly, the
amino acid sequence, protein name or description, taxonomic data and citation
information), as much annotation information as possible is added.

N

'!I Reviewed (Swiss-Prot) - Manually annotated

Records with information extracted from literature and curator-evaluated
computational analysis.

Unreviewed (TrEMBL) - Computationally analyzed
) ( ) L i U u @ Help D UniProtkB help video B Other tutorials and videos . Downloads
Records that await full manual annotation.

Download results
Filter by* & Download £ Columne > «1t0250f 148,902 p Show

N
*d Reviewed (4,086 : : N x
::SS_D:/:EWE ( ) Restrict search to "Oryza sativa subsp. japonica (Rice) [39947]" to exclude lower taxonomic ranks
e DI T
;1;@1816) O BOFDED BSK3 ORYS) My Probable BSK3 RLCK173, 0s04g0684200, Oryza sativa subsp. 494
serine/threonine-protein LOC_0s04g58750, OsJ_16683, japonica (Rice)
Popu|a|— OrganiSmS k... 0SINBa0088H09.6
Rice (148,755) [J QOD9C4 CATA2_ORYS] ﬁ Catalase isozyme B CATB 0s06g0727200, LOC_0s06g51150, Oryza sativa subsp. 492
! - 0s]_021830, P0017G10.17 japonica (Rice)
Oryza sativa tropical [J Q5VN0O6 CLF_ORYS] ‘ﬁ Histone-lysine N- CLF SDG711, 0s06g0275500, Oryza sativa subsp. 896

Japonica subgroup (73) methvlitransferase LOC_Qs06a16390. PON3RCO5.29. POGZGEF10.40  ianonica (Rice) h

A o0—RICEEYT ZREEENENET,
Format : TFASTA] ZZEIRU. TG0l MNIYVE coom
HIET 7M1 IVDEENREY £,

OHeIp [ > ]

-+, Download # Columns

*EIRIEH FCompressed/UncompressedJ (. e *

S 0—-—RI7AIVEEFHEUIRETIET S 4o © Download aII

M ZDFEFEUS T DINDBIRETY [T ‘fﬁlat lgz] Formaty FASTA (canonical) [~]

EVWSERT. EMULBVWIKRREXY KIS .;ﬁ ® Compressed O Uncomressed | F
7 A A SR UE I, Windows DIZHE e e |G_°|

WEE TR T 2ENTIEZHA. BEET D

=HDY T RITT (MASCOT DA VR ~h—)LDyp |7 "A0Foveueomist o adenvivitransierase an

[CADTWS Tzip &) NAATTZHEE

(&7 Compressed” MDEIREXZHENSHWLZUFT, Compressed ICTT 71 ILZERE U TZER.

FooO0—REICT7AIVEBTRERELTHVTLZEL

* ERBPEHIFRTINEITOT, HERLTHEVTLSET WV, T—IR—-XEFRICEFHED
00— REOHFERRI DN FIVITIRZHEHVZULET,
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C. MASCOT TDFT—HR—REE

WEB Browser T MASCOT DR—IANTZOELEAULZET,
Home —> Configuration Editor —> Database Manager &' 0 %&7fF&EVYET,

Taxonomy brows X H taxonomy:"Oryze X H *in proteomes X L Mascot search er X '

<« C @ ©O @ localhost/mascot/ B P

LUTTENL 2551001 INorimid uari

Whether or not Mascot security is enabled, in order to comply with the licensing conditions,
access to this Mascot server must be restricted to authorised users. We strongly recommend
that your server is protected by a secure firewall.

Mascot Utilities
Your system administrator may have restricted access to these utilities

Database Status

View the status of all the sequence databases. Links to database statistics, search
status, log files, etc.

Search Log

A tabular view of the search log. Can be filtered to find specific search results.

I Configuration Editor I

Browser-based configuration editors, including security administration and sequence
database management.

Mascot Configuration

Amino Acids Amino Acid Data
Modifications Modification definitions
Symbols Symbols used in chemical formulae
Enzymes Enzyme definitions
Instruments Fragmentation Rules
Quantitation Quantitation Methods

Configuration Options Global Options in mascot.dat
I Database Manager I Sequence databases, Parse Rules and automated downloads

DRECHESFT]
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database manager EIERINDAZ L —LALICHD. TFastal @ [Create newl] Z2 )W OUET,

<« C® 0O localhost/mascot/x-cgi/db_manager.pl see

: ;
S WDLEE Databases and spectral libraries

Databases (20)

Parse rules (23) Name Mode ?' Type ?' Status

(S[;:)heduled updates BSATest custom  AA  Inuse

Running tasks (0) contaminants predefined AA In use Get new fi
Settings cRAP predefined AA In use Get new fi

dattest custom AA In use

Enable predefined
definition Human_EST predefined NA In use Get new fi

Synchronise custom

Mammals_EST predefined NA In use Get new fi
Create new

Mus_EST predefined NA In use Get new fi
Enable predefined
Aaofinitinm [ O ] Py o | = SL T oy P |

IR EBEEMNIBNET, [Database name] TT—IR—ADEZMZEELALET, TFDOTD
S I ARE 2 TIE lUse predefined definition template] IR L. BH&EUL T
fUniprot_proteome templatel ZEIRUFE T, 1BIRE. Nextl] Ry VZEIHWULET,

" taxonom X | L. Mascot: x | L. Mascotc x |l Mascot! x |+ - - oS
< O ® localhost/mascot/x-cgi/db_... & Y& 3= 4

LIS New database definition

Databases (24)
Parse rules (23)

Scheduled updates 2]
(1) Uniprot_Rice

Running tasks {0) B
Settings O Copy of (?)

<select= ~

Enable predefined ® USE_. predefined definition template (?)
definition | UniProt_proteome_template + |

?gﬁﬁ!}:gg |Sse customn ‘ O New custom definition (?)

Create new | .
o .

14
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F—=AIR—=ZADIT7AINZEEBELIGMZEIRELEX T, SChtRABEHEEL. [Create] Y%
AL FET, MASCOT ICTT— I R—REREDENERE SN, FREDISATICERSI D 7 1 LA CREE
T7MIVEBLIZHD T A IIDNERINE T,

Custom definition from predefined definitio

Databases (20)

Parse rules (23) tem plate

Scheduled updates
(0)

Running tasks (0)

Template:
UniProt_proteome_template

Settings

Database name:

Enable predefined Base directory (?)
definition

|C:/inetpu b/mascot/sequence

Synchronise custom

definitions Database files will be located in the subdirectory TrEMBLRice of the base directory. The new
Create new directory will be created if it does not already exist.

[ ) L
Enahblo nradafinad

BWTYOO—-—RUET7Z7AILZE MASCOT ICEY RUET, EDXDIBAETE LTI,
COERTIE7ZY TO—RFDOFEZEEIRUET, lUpload file using web browserl Z:EiRU.
Next] Ry EBLET,

Database: Uniprot_Rice

Databases (25)

Parse rules (23)

Scheduled updates
(1

Running tasks (0)
Settings

Name
Uniprot_Rice

Database type

Amino acid (protein database)

Enable predefined Database directory
definition G:finetpub/mascot/sequence/Uniprot _Rice/current
Synchronise custom .
definitions Filename pattern
Uniprot _Rice_#*.fasta
Create new
Database files must be present before the database can be configured and activated.
ry You have the following options.

Enable predefined
definition

5 . ® Download from remote URL or copy from Mascot server hard disk
ynchronise custom

definitions

I O Upload file using web browser I
Create new

O Copy file manually

F e

Spectral library
filters

15
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TFASTAfile toupload) IC» 2 B8] Ry UZEHULET, 7V O—RIB3T71ILEULT.
Uniprot 4 FTEEBULRZ D710 (BEREH) ZFEIRULET, J71ILERUVUTOE®EIC
Ro7z% lUpload] RY U ZEHT & MASCOT N TS OHFEN LTI 7 A IIVEFREDSRICOE—
ULET,

i taxonomy: X | L. Mascotse: x | L. Mascotcor x | .. MascotDz x | +

e

& O  © localhost/mascot/x-cgi/db_manag... & ¢  ¥& - -

Database: Uniprot_Rice

Databases (25)

Parse rules (23)

Scheduled updates
(1)

Name
Running tasks (0) Uniprot_Rice

Settings

Database type

Amino acid (protein database)

Enable predefined Database directory

definition G:finetpub/mascol fsequence/Uniprot_Rice/current
Synchronise custom -

definitions Filename pattern

Uniprot_Rice_%.fasta
Create new

Upload FASTA file

Enable predefined
definition

Please select the FASTA file to upload.
Synchronise custom
definitions Note that if the file is large (more than 50 megabytes), it is better to transfer the file to the
Mascot Server hard disk by some other means than uploading via web browser.

Create new

Spectral library .
filters Filename pattern

Uniprot_Rice_*.fasta

Edit filename pattern

ASTA file to unload
I 7 -1 )LOER I?’(Jbb‘“isifﬁéﬂ_cmgf’dfb

The uploaded file will be renamed to match the filename pattern.

(Frovous] [Poeet]]

b
@ 77 MaFyI0-F X
+ > PC > Windows (C) > temp > download v O downloadDie® »
BEE-  FLLIA- =- m @

ProteomeSoftware ~

/. Scaftoldizit I <] uniprot-reviewed no-+taxonomy Onyza+s..  2020/05/21 14 AST) ) ':I».a
4 BEIARLGA UNIPTOT-TEVIEWEE NO+TAXONGMY LIyZA+s..  2020/0521 193 G271 3000 KB

® Creative Cloud Files

@ OneDrive

L1
B 30 AT

§ 7ov0-f

L_EFUIEY)

& Fratur

= EoFr

et

b za-gvy

& Windows (C)

3 SDXC(D)

- share2 (¥¥192.168.1.201) (N)

SDXC () M

I74 L&(N): |uniprot-revewed no+taxonomy Oryza+sativa +subsp. +japonica+ (Rice) +[3-- fasta FRTOTPAN N -
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REZHRT DEENRENE T, ABREHERE Activate] RYVZEHITE, T—IR—-ID
BREIRIRINET,

i taxonomy: X | L. Mascotse X | l. Mascotco X |}, MascotDz x | +

& (O @ localhost/mascot/x-cgi/db_manag... & ¢ ¥ 2

Database: Uniprot_Rice

Databases (25)

Parse rules (23)

Scheduled updates
(1)

Running tasks (0)
Settings

Name
Uniprot_Rice

Database type

_ Amino acid (protein database)

Enable predefined Database directory

definition Crfinetpub/mascot fsequence/Uniprot _Rice/current
Synchronise custom .

definitions Filename pattern

Uniprot _Rice_*.fasta
Create new

Files matching Uniprot_Rice_*.fasta

Uniprot _Rice_20200914.fasta (67.85 MB)

Enable predefined
definition Upload files

Synchronise custom

definitions

Create new Database status
Spectral library Offline

filters

Scheduled updates
(no schedules defined)

Main database file URL has not been defined; database updates are disabled.

Show configuration details

LAETMASCOT ICHBIFDT—IR—XDIFRREIFIRT T,
T—INR—ZADFFARENEL T MASCOT Tl FASTA H 5 MASCOT TEAR Y 27 — 9 RX— XBEE
T7AIWEERUET. TOEBRMNTETE. 1 BERET AN ETVERBICRRENTETIT5HN%
MR Uck. FRAAREGIRRE (status “in use” ) &RV ET,
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T _9/\‘_]0)$§ EDIL\

T—IR—ZDIBRINRZERL F T, HESRIEEIC Database Status BEN SITVETD,
Web browser ¢ Database Status (Home —> Database Status)EEZREITET .
EBMULEET—IR—ZAPR—E[IRRIINTLDH\, -?“—9/\‘—7\0)" Status” BN

" In use” (fEFRIEE) KEEICRO>TLVDIHMHESRL T ET

&« G @ U @ localhost/mascot/ B e o

LUTTENL SE551001 MO nmiduarn

Whether or not Mascot security is enabled, in order to comply with the licensing conditions,
access to this Mascot server must be restricted to authorised users. We strongly recommend
that your server is protected by a secure firewall.

Mascot Utilities

Your system administrator may have restricted access to these utilities

I Database Status I

View the status of all the sequence databases. Links to database statistics, search
status, log files, etc.

Search Log
A tabular view of the search log. Can be filtered to find specific search results.
Configuration Editor

Browser-based configuration editors, including security administration and sequence
database management.

i taxonon X | I Mascot x @} Mascot x | ], Mascot x | ., Mascot X |-|- - O s
O © localhost/mascot/x-cgi/ms-status.exe & 7 3= S
Name = TrEMBlLRice Family = C:/inetpub/mascot/sequence/TrEMBLRIce/current/TrEMBLR ice
Filename = TrEMBLRice_ 20200521. fasta Pathname = C:/inetpub/mascot /sequence/TrEMBLR i ce/current/TrEMBLI
Status = In use Statistics Recompress file
State Time = Mon Sep 14 00:30:16 § searches = 0

Mem mapped = YES Request to mem map = YES Request unmap = MO Mem locked = NO
Mumber of threads = -1 Current = YES Tvpe = Amino acid

Mame = yerol Family = C:/inetpub/mascot/sequence/verol/current/verol_*.fasta
Filename = weroC_20200827.fasta Pathname = C:/inetpub/mascot/sequence/verol/current/verol_20200827 .f:
Status = In use Statistics Recompress file

State Time = Mon Sep 14 00:30:16 # searches = 0

Mem mapped = YES Request to mem map = YES Request unmap = WO Mem locked = NO

Wumber of threads = -1 Current = YES Type = Amino acid

Mame = Uniprot Rice Family = C:/inetpub/mascot/sequence/Uniprot Rice/current/UniprotfR
i = Rice 20200014 .fasta iﬁﬁiﬂﬁ— :/inetpub/mascot /sequence/Uniprot_Rice/current/Pn
Status = In use tatistics Recompress file
14 14:18:31 1 searche SGe—)

Mem mapped = ¥YES Request to mem map = YES Request unmap = NO Mem locked = NO
Humber of threads = -1 Current = YES Type = dmino acid
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LT, 7 Statistics” DNAN=D20xD )y O LTLEEL,

'Number of sequences] M. ¥ 7 O—REICKRRINTVWEIVN)—HERUN. Fi=
[Number with invalid residues] & TNumber of sequences too long] A% 0 &7&>TUL\HhH\.
LTS EEL,

& c ‘Q‘ O o® localhost/mascot/x-cgi/ms-status.exe?Autorefr E| wee ﬁ'

Time files compressed : Thu May 21 16:14:34 2020
Time files compressed (int) : 1530045274
Time / date of fasta file : Thu May 21 16:14:0% 2020

Time of fasta files (int) : 1590045249

Number of sequences :
Number with invalid residues:

Number of sequences too long:

Maximum Rccession Length : 10
Version of Mascot : 2.6.2
Version of this file : 5
Type of fasta file : AR

Parse rule for accession
Seqs with inwvalid taxon tree:

S INETTT*N)

(=R

Eesidus Freguency
4635259

0

965294
2712609
3050101
1771291
3807133
1255729

oo ED 0w

T—INR—ABROWRICEET SHMAIELL EE R KT,

@ EAim—

AERORBICEUTIERED Y F Uz SEERIMTT R— M TEE<IZET UL,
BEFX—JU :support-jp@matrixscience.com
S & 1 03-5807-7897 T7YIR 1 03-5807-7896

19



