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1.ᶎᵷᶠᶊ 

 

1-1. Scaffold ᶇᶎ  

 

Scaffold ᶎ DƎDA ḟḵḎᶿḧ᷄ḁᶍḏᴻḇᶱɕᶇᶠᴲ᷊ ḻḟḳ ᶆᶍ ᶱ ᶉ ᶇᵶᵾḅḝḐᶻᶼᶷ

ᶆᵸ  G

ᶍ ᶽḻḀḻᶍ ḝᶶוֹ ḳʋᶱ ᶩ ᶟᵲᶇᵫּס ᶉᶚᵪᴲr ᵮᶃᵪᶍḝḲᴻᶉ ᶱ ᶂᶅ raw

ḏᴻḇ֩ ᶝᵾᶎḜᴻ᷄ḲḁḐḝᶶᶹḳ֪χ ᶨ ᶱ ᵣᴲ ᶱוֹ ᵴᵺᶪᵲᶇ ɟּס ᶆᵸ  G

ᶩ ᶲᵿ ḢḟḉḑᶊᶃᵣᶅƎ Percolator ᶱ ᶇᵶᵾValidation ᶍḟḵ᷅ḱḨᶱ ᵸᶪ ᵫ

ᶆᵬᶝᵸ  G

ᶩ ᶲᵿ ᶊᶃᵣᶅƎוֹ EXCEL ᶉᶈᶆᶝᶇᶠᵾ ᶇᶎ│ᶉᶩḁḢ᷄Ḑḳᶇʊ ᷊ᶹḻᵴᶫᵾḢḟḉḑ

ᶍ ḝḱ᷅ḩḻḐḜᴻ ᶇ᷄ᶍḦḋḉḻ᷅ ᶱ ᵸᶪ ᶡᶆᵬᶝᵸᴳɕ ᵾ Gene Ontology ᶍ

ᶣPathwa yḏᴻḇḡᴻḁᶗᶍḲḻ᷄ᴲ᷊ ḻḟḳ ᶍ ḇḻḙ᷄ ᶇᵣᶂᵾƎ ḇḻḙ᷄ ᶍ ᶱ

ᵸᶪ ᶡᶃᵣᶅᵣᶝᵸ  G

ᶊᶃᵣᶅᶎוֹ Excel ḁḟḴḋḑ᷿ᴻḐƎmzIdentM L, ᶉᶈᶊ ᶆᵬᶪᶚᵪƎ Scaffold

ᶆ ᶩ⅛ᵥ ᵫᶆᵬᶪSFDB ḝᶶᶹḳƎBLIB ḝᶶᶹḳɵ ᵸᶪ ᵫᶆᵬᶝᵸ  G

ᶊᶃᵣᶅᶎḝᶶᶹḳᶊוֹ ᵶ SƎcaffold ḱᶹḃḻḁᶱ ᵶᶅᵣᶉᵣ ᶆᶡḝḲᴻᶍ

Viewer ᶱ ᶂᶅ ᶱⱣוֹ ᵸᶪ ᵫּס ᶆᵸ  G

 

1-2. Scaffol d ᶆᶍḏᴻḇ ᶞ  ð  

 

Scaffold ᶍḏᴻḇ ᶩ ᶞᶊᶎ ᵬᵮ ᵰᶅ∙ּזᶍ 2 ᵫᵡᶩᶝᵸG  

 

þ ᶽḻḀḻᶍ ḝᶶᶹḳᶱᶞוֹ  ɜ

þ ᶍ raw ḝᶶᶹḳᶝᵾᶎḜᴻ᷄ḲḁḐḝᶶᶹḳᶱð  ɜ

 

ᶝᵾᴲ ᶽḻḀḻᶍ ᶱוֹ ᶩ ᶟ ᶆᶡƎ ᶠᶅX!Tandem ᶣMSFragger ᶆᶍ ᶡ ᵶᶅƎ

ᶍ ᶱוֹ ᶞ ᶮᵺᶅḢḟḉḑᶱ ᵸᶪלּ ɟּס ᶆᵸ  G

ḏᴻḇ ᶩ ᶞᶊᶃᵣᶅᶍ ᶉ ᶎ 2 ᶆ ᶂᶅᵣᶝᵸG  
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1-3. Scaffold ᶆ ᵴᶫᶅᵣᶪᶷḳ᷉ḲḂḨ  

 

 Scaffold ᶆᶎ ḢƎḟḉḑ ᶒᶊḇḻḙ᷄ ᶍ ᶱ ᵱᶪᵾᶠ ∙Ǝּזᶍᶷḳ᷉ḲḂḨᶱ ᵸᶪ

ᵫᶆᵬᶝᵸ  G

 

ƞ Percolator  

ƞ LFDR -based scoring system  

ƞ Peptide Prophe t 

ƞ Protein Prophet  

 

ᶷḳ᷉ḲḂḨᶊᶃᵣᶅᴲ ᵶ ᵶᵮ ᵶɕ ᵸ  G

 

ƞ Percolator  

ᶩ ᶲᵿḏᴻḇᶍḢḟḉḑ-ḁḢ᷄Ḑḳᶍ ᶱלּ ᵥᶇ ᶊƎ Validat ion ᶡ ᵣᶝᵸ ḁG᷈  ʊ  

ᵿᵰᶆᶉᵮ ᶣ ᶱᶡᶇᶊ ᵶᶝᵸG ḁḢ᷄Ḑḳᶱ ᶣᵸ ᶆᴲ  ᵮ

ᵴᶫᶅᵣᶝᵸG  

 

   ֹ

Lukas Käll, Jesse Ca nter bury, Jason Weston, William Stafford Noble and Michael J. MacCoss.  

Semi -supervised learning for peptide identification from shotgun proteomics datasets  

Nature Methods 4:923 ð 925, November 2007  

 

ƞ LFDR-based scoring system  

ḡ Ḃʋ ᶍ ᵧᶊ ᶄᵣᶅᵩᶩ ḒƎᶹᴻḞḡ Ḃʋ ᶱ ᶂᵾ ḁ᷈ Ḳʊḻ᷅ɵ ᶂᶅḢḟḉḑ

ᶍ ᵫ ᶮᶫᶅᵣᶝᵸ ḐGḴᴻḓḻ᷅ḏᴻḇḃḋḐᶍ ᶱ ᶩ ᵶ ᵶᶉᵫᶨ ḁ᷈ᶷḲḻ

᷅ᶍ ᶱטּ ᵶᶅᵣᶝᵸᴳ ᶊᶧᶩ local FDR( LFDR )ᶱ ᵶᵼᶍ ᵫᵼᶍᶝᶝḁ᷈ ʊּט    

ᵴᶫᶅᵣᶝᵸ ḐGḴᴻḓḻ᷅ḏᴻḇᶍ ᶎ ᶩ ᵶ ᶮᶫ 1Ǝ0ᵡᶪ ᶍᵥᶀ3ᶃᵹᶃᶱ

ᶇᵶᶅ ᵧᶅᵣᵬᶝᵸ ᵲGᶍ ᶩ ᵶ ᶊᶧᶩ ᶂᶅ ᵴᶫᶅᵣᶪḏᴻḇᶍ☼ ᵫ ᶝᶩ ᶍ

ᵫ ᵶɕ ᵸ  G

ᶍ P֩ercolator ᶉᶈ ḁ֪᷈ᶷḲḻ᷅ LƎFDR ᶡ ᶍ ᶽḻḀḻᵫ ᵸᶪḁ᷈ᶷɵ  ɭ  

ᶞᶝᵸ PGeptide Prophet ᶆᵣ  v LDA ᶣ Percola tor ᶆᵣ  v SVM(Sup port Vector Machine )ᶍ 

ᶊᵡᵾᶪᶡᶍᶇᵶᶅ LƎFDR ᶆᶎḒᶹᴻḞḡᶹḂ ᵪᶨ ᵶᵾ ᶱ ᶂᶅ True 

Positive ᶇ False Posit ive ḚḋḐᶍ ᶱ ᵶᶅᵣᶝᵸᴳ ᶍ ᶊᵡᵾᶂᶅᶎטּ

(overfitting )ᶊᶧᶪ טּ ᶇᶉᶨᶉᵣᶧᵥ ᵶᶅᵣᶝᵸᴳ ᶹᶿḻ֩ ᶹᶿḻ֪ᶍ ᶎ    

ḁ᷈ᶷ ᶊ ᵴᶫᶪ ᶍ ᶃᶇᵣᵥᵿᵰᶆᶉᵮᴲ ᶍ ᵪᶨᶡḁ᷈ ᶊʊ☼ ᶱ ᵧᶅᵣᶝᵸᴳ

Scaffold ᶆᶎᵲᶍḁ᷈ ᶊʊᶃᵣᶅ ᶍ֩ ᵧ ᵱ ᶍ ḁ֪᷈ᶷ ᶆᶉᵮᴲᵻ ᶩ ᶉḁ᷈ᶷ

ᶍ ᶊ ᵬ ᵧᶅ ᵶᴲ ᶍ ᶱ ᵥ ᶊᶡ ᶱ ᶂᶅᵣᶝᵸ  G

 

 



3 
 

  ֹ

https://dx.doi.org/10.1021 %2Facs.jproteome. 5b00536  

 

ƞ Peptide  Proph et 

Peptide Pr ophet ᶎ ᶽḻḀḻᶊᶧᶂᶅ ᵴᶫᵾ Ḣḟḉḑᶍḁ᷈ ᶍʊ ᶱ ᶉ ᶍ 

ᶊ ᵶᴲ ᶱ ᵸᶪᵾᶠᶊ ᵶᶝᵸᴳ ᶍ ᶍ ᶊᶎ ᶊ ᵶᵾḏᴻḇḡᴻ

ḁᶍ᷊ᶹḂɥ ḏᴻḇᶍ ᶱ ᵶᶝᵸ ᵲGᶍ ᵴᶫᵾḁ᷈ᶷטּ ᶱ ᶂᶅ ḁ᷈ ᶆʊᶍ

ᶱ ᵶɕ ᵸᴳ ᶎᵼᶍᶝᶝḢḟḉḑ ᶍ ᶊᶡ ᵴᶫᶝᵸ  G

 

  ֹ

Keller, A., Nesvizhsk ii, A. I., Kolker , E., an d Aeber sold R. , Empirical stati st ical model to estimate the  accu racy 

of peptide identifications made by MS/MS and database search . 

Ana l. Chem., 2002, 74 ( 20), pp 5383 5δ392 DOI: 10.1021/ac025747h  

 

 

ƞ Protein Prophet  

Protein Prophet ᶎPeptide Prophet ᶆ ᵴᶫᵾ Ḣḟḉḑᶍ ᶱᶡᶇᶊᴲʊ ᷊ ḻʋᵴᶫᶅ

ᵣᶪḇḻḙ᷄ ᶍ ᶱ ᵸᶪᶷḳ᷉ḲḂḨᶆᵸ SGcaffold 5 ᶆᶎᵼᶍᶷḳ᷉ḲḂḨᶱᵴᶨᶊ 

ᵶᴲ᷿ ᶼ Ḣʊḟḉḑχ ᶿḲḀḒḳḢḟḉḑχ ᶊᶧᶂᶅ ᶊᵩᵰᶪ ᶱ ᵶᶅᵣᶝᵸ  G

 

 

Nesvizhsk ii, A. I., Keller, A., K olker, E., Aebersold, R., A statistical model for identifying proteins by  tan dem 

mass spectrom etry . 

Anal . Chem.,  200 3, 75 (17), pp 46 46 4δ658 DOI: 10.1021/ac0341261  

 

Scaffold ᶆᶎ ᶩ ᶲᵿḏᴻḇᶊ ᵶᶅƎ ᶍ ᶍᵥᶀᵣᵹᶫᵪᶍ ᵫ ᵴᶫ ᵴלּ  ʟ

ᶝᵸ ╗G Scaffold ᶆ ᵴᶫᶅᵣᶪᶷḳ᷉ḲḂḨᶱ ᶮᵹᴲ ᶽḻḀḻᶆ ᶍ ᵴᶫᵾ 

ᶱᵼᶍᶝᶝוֹ ᶩ ᶟ ᵫᵡᶩᶝᵸG Scaffold ᶆᶎᵲᶫᶱ Pᴂrefiltered  Mode ᶆbᶍ ᶩ ᶞᶇ    

ᶲᶆᵣᶝᵸ ḏGᴻḇᶍ ᶩ ᶞ ᶊ ᵸᶪ ᶎᴲᴂ 2-2-2. Prefilt ered Mode ᶆ ᶞᶍ

mzIdentML ḝᶶᶹḳ Sɵcaffold ᶍ ᶉᵶᶊ ᵲðᶟᵇɵ ᵳ ᵮᵿᵴᵣ  G

 

 

https://dx.doi.org/10.1021%2Facs.jproteome.5b00536
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2. ḏᴻḇᶍ ᶞ ᶞ 

 

2-1. ḏƎᴻḇᶍ   

  

 Scaffold ᶆḏᴻḇᶱ ᶞ ᶟᶊᶎ ᵬᵮ ᵰᶅ∙ּזᶍ 3 ᶃᶍ ᵫᵡᶩᶝᵸG  

 

וֹ ᶩ ᶞᶍ   ᵩ ᶠᶍ᷆ᴻḁ 

MASCOT ᶍ ḝᶶᶹḳ֩datוֹ ḝᶶᶹ

ḳᴲ ᶎ mzIdentML ḝ ᶶ ᶹ ḳ)ᶱ

Scaffold PC  ᶊ᷈ḜᴻᵶᶅᵪᶨScaffold 

ᶆḝᶶᶹḳᶱ ᶩ  ɜ

2-2 

SHcaffold ᶇ MASCOTᵫḕḋḐḷᴻ ᷄ᶆ 

ᶃᶉᵫᶂᶅᶉᵣ  

SHcaffold ᶍ validation ᶱ ᵶᶉᵣᴲ

Pᴂrefiltered  Modeᵇɵ ᵶᵾᵣ  

Mascot Server ᶍ ḵ᷅ ḝ ᶶ ᶹ ḳᶱ

Scaffold ᶆ ᵬᴲ ᶱוֹ ᵶᶅ

ḕḋḐḷᴻ᷄ ᶆᶩ  ɜ

2-3 

ḕHḋḐḷᴻ᷄ᵫᶃᶉᵫᶂᶅ ᶅr Scaffold ᶍ

validation ᶱ ᵸᶪ  

raw ᶝᵾᶎḜᴻ Ḳ᷄ḁḐḝᶶᶹḳᶱ

ᶞ ᶞ XƎ! Tandem ᶝᵾᶎ MSFragger

ᶆ ᵶᶅᵼᶍ ᶱוֹ ᶩ ᶟ 

2-4 

XH!Tandem ᶝᵾᶎ MSFragger ᶆᶍ ᵪ  ʝ

ᵶᵾᵣ  

  

ᵧᶅᴲנּ ḝᶶᶹḳᶊᶎḇḻḙ᷄וֹ ᶍ ID (Acces sion) ᶍᶞ ᶝᶫᴲʊ ḧḖ ᵫ ᶝᶫ

ᶅᵣᶝᵺᶲ SGcaffo ld ᶆ ḇḻḙ᷄ ᶍᶷḧḖ ᶱ ᶪᵾᶠᶊᶎᴲ ᶊ ᵶᵾḏᴻḇḡᴻḁ 

ḝᶶᶹḳɵ Scaffold ᶊᶡ ᶩ ᶟ ᵫᵡᶩᶝᵸ MGASCOT ᶍ ᶱוֹ ᶩ ᶟ ᴲ ḏᴻḇ 

ḡᴻḁḝᶶᶹḳᵪᶨʊ ḧḖ ᶱ ᵶ ᵶƎ Scaffo ld ᶍ ᶊ ☿ᵴᵺᶅᵣᶝᵸ 2G -5 ᶆᶎḏᴻḇḡ

ᴻḁḝᶶᶹḳᶍ ᶊᶃᵣᶅᵳ∏ ᵶᶝᵸG  
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[ḏᴻḇᶍ ᶊᶃᵣᶅ] 

 

ḏᴻḇ ᶩ ᶞᶍ ᶊ ᶉ ᶇᵶᶅᴲCᴂategoryᵇSᴂampleᵇdᴂat  (ᵼᶍ ᶩ ᶞּס ᶉḎ᷂ḁḐ

/XML ḝᶶᶹḳ) ᶍb ᶊᶃᵣᶅ ᵣᵾᵶᶝᵸ  G

 

ᶍ dat  ᶱᶝᶇᶠᵾᶡᶍᵫSample ᴲᵴᶨᶊ ᶍSamp le ᶱᶝᶇᶠᵾ ᶍɟᵫ Categ ory  ᶆᵸᴳ

ᶎḏᴻḇ ᶩ ᶞ ᶊ ᵶᶝᵸ  G

 

 

 

 

 

dat ᶱᶝᶇᶠᶅ ᵸᶪᵪᶈᵥᵪᶊᶃᵣᶅᶎᴲ וֹ Sᴂamples ᶍb ᶊᵡᶪ  Ǝ

BᴂIO Ḥbḇḻ/ MᴂSᵇḤḇḻᶆᶩ ᵧᶪᵲᶇᵫᶆᵬᶝᵸ dGat ᶱᵸᶘᶅ ᵴᵺᶪ ᵫ MᴂSᵇᶆᵸ G

 

 

 

 

 

 

 

 

 

 

 

 

 

╗ BᴂIOᵇḤḇḻᶱfiᵸᶇsample ᶊᵡᶪdatזּ∙ ᵫᵸᶘᶅᶝᶇᶠʝ ᶫᵾ ᵫᵴᶫᶝᵸ  G

 

 

 

 

 

 

 

 

 

 

 

 

dat  Sample Category  
  

sample 

Category 

sample 

Category  
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Scaffold ᶆḏᴻḇᶱ ᶩ ᶟ ᴲ ᶆᶈᶍᶧᵥᶊ ᶩ ᶟᶍᵪ ᵸᶪ ᵫ ᶫᶝᵸG זּ∙ ᶆᶎ 

ᶍ ᶇ ᵲƎᶍ ᶆ ᵸᶪ ᶍ ꞌ ᵰᶱᵶᶅᵣᶝᵸ  G

 

 

 

 

 

 

 

2-2. MASCOT ḝᶶᶹḳᶱוֹ  ᵶ ᶞ ᶟ   

 

 MASCOT ᶍ ᶱוֹ Scaffold ᶊ ᶩ ᶟ 2 ᶃᶍ ᶍᵥᶀᶍ ᶃ MƎASCOT ᶍ ḝᶶᶹḳɵוֹ

Scaffold ᶆ ᵶᶅ ᶞ ᶟ ᶊᶃᵣᶅᵳ∏ ᵶᶝᵸG 2-2-1 ᶆᶎ MƎASCOTᶍ ḝᶶᶹḳdatוֹ

ᶍ ᶩ ᶞᶱ ᵶᶅᵣᶝᵸG ᶩ ᶞᵾᵣ MASCOT ᶍ ᵫᴲᶈᵥᵣᵥוֹ ᶆᶈᵲᶊᵡᶪḝᶶḳʋ   

ᶉᶍᵪ ᶊ ᶱᵶᵾ ᶆᴲ ᵸ dᶅat ḝᶶᶹḳ Sɵcaffold ᵫᶹḻḁḐᴻḳᵴᶫᶅᵣᶪ PC ᶊ᷈Ḝ  ᴻ

ᵸᶪ ᵫᵡᶩɕ ᵸᴳɕ ᵾ 2-2-2 ᶆᶎ mƎzIdentML ḝᶶᶹḳᶍ ᶩ ᶞᶊᶃᵣᶅᵳ∏ ᵶᶝᵸG ᵧᶏ

MASCOT ᶊᵩᵣᶅ FƎDR ᵫ 1%ᶉᶈ ᶍ ᶇᶉᶪᶧᵥ ᶠᵾḢḟḉḑ ᶱ Scaffold ᶊ  

ᵩᵣᶅᶡ ᵶᵾᵣ ᴲ וֹ ᵪ mʝzIdentML ḝᶶᶹḳᶊᶅ ᵶSƎcaffold ᶆ prefiltered mode  

ᶆ ᶍ ᵪᶨValidation ᶱᵸᶪᵲᶇᶉᵮ ᶇᵶᶅוֹ ᶩ ᶟ ᵫּס ᶆᵸ  G

 

 

 

 

2 - 2. MASCOT וֹ

ḝᶶᶹḳᶍ ᶩ  ð

2 - 3 MASCOT Server   

ᵪᶨ l og ᶱ ᵶᶅd at ᶱ 

ᵸ  ᶅ

2 - 4  r aw ḝᶶᶹḳ/Ḝᴻ᷄ḲḁḐ

ᵪᶨ ᶱ  
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2-2-1. dat ḝᶶᶹḳᶍ ᶞ ᶞ: validation ᶎ Scaffold ᶆ ᵥ  

 

[ MASCOT Server ᶍ dat ḝᶶʋ ḳᶍ ᶱ ᵸᶪ  ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

ḝᶶᶹḳᶱוֹ .1 ᵣᵾ ᶍ URL ᶱᵳ ᵮᵿᵴᵣᴳ ᶆᶎᶷḑḴḁᶍ ᵫ 

.. %2F data %2F 20 211015 %2F F001 332 .dat   

ᶇᵡᶩᴲᵲᶫᵫdat ḝᶶᶹḳᶍ ᶱ ᵶᶅᵣᶝᵸᴳᵲᶍᶍ MƎASCOT

ḝᶾḳḈ֩  C:¥inetpub ¥mascot֪∙ּזᶍ  Ǝ

C:¥inetpu b¥mascot ¥dat a¥20 211015  ᶇᵣᵥḝᶾḳḈᶍ ᶊᵡᶅ  Ǝ

F00 1332 .dat   ᵫ ᶍ ḝᶶᶹḳᶆᵸוֹ  G

UR L  

WEB Ḟḱᶻ᷾ - וֹ ᶍ  

2. ᶽ᷄ḁḟḵᴻḱᴻᶉᶈᶆ ḝᶾḳḈɵ ᵬ dƎat ḝᶶʋ ḳᶱScaffo ld 

ᵫᶹḻḁḐᴻḳᵴᶫᶅᵣ PᶅC ᶊ᷈ḜᴻᵶᶝᵸḝGᶶᶹḳ᷈ḜᴻᶎḕḋḐ  

ḷᴻ᷄ ᶆᶡᴲḝḱḋ᷿ ḭḩḪḲᶉᶈᶍ שׂ ᶆᶡᶈᶀ  ʝ

ᶆᶡ ᶆᵸ  G
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UR L  

WEB Ḟḱᶻ -᷾ Sear ch  lo g ᶍ  

1 ǡ A. Search log ֹו╗ ƾǼ dat ȾȊȍɔǡ ȅ ǌǾ

ǵƵǽǱǌ¡ ǡ ǚÔInÕǛ ƾǿǙƷǾ ǡȪȐȬȘɅȬȘ

ȢǞȪȐȬȘȅ ǿ  ǡÔSort / Filter Õ ɅȨɜȅfiǌǛ¤¤¤ 

1 ᶍ A. █ᶍᶧᵥᶊ dƎat ḝᶶᶹḳᵫ

ᵪᶫᶅᵣᶪḙḁᵫ ᵴᶫᶝᵸ  G

URL  

Daemon ᶍ  

1 ᶍ B. Daemonᶆᶡḙḁᶍ╗  ɵ

ᵴᵺᶪᵲᶇᵫᶆᵬᶝᵸ  G

Rᴂesult URL ᶍb ᶱ ᵮᵿᵴr  G

ȾȊȍɔƿ ƾǿǙƷǾ path ǛȾȊȍɔ

ƿ ǈǿǱǌ 
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[ dat ḝᶶ ḳʋᶱ ᵶᶅ ᶞ ᶟ  ] 

 

זּ∙ ᶊᶃᵣᶅᵳ∏ ᵶᶝᵸG ᵸᶪḏᴻḇᶆᵸᵫƎ Category ᶇᵶᶅ Control ᶇTreatment,

ᵼᶫᵽᶫᶊSample ᶱ ᵶᵾ ᶃᶍḏᴻḇᶍ ᶩ ᶞᶱ ᵶᶅᵣᶝᵸ  G

 

Category  Sample  dat  

Control  Sample1  F001234 .dat  

Sample 2 F001235 .dat  

Treatment  Sample3  F001236 .dat  

Sample4  F001237 .dat  

 

[Control, Sample1 ᶍ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

1.  New Ḥḇḻᶱfiᵶ( ᶝᵾᶎ

Ctrl+N) ᶩ ᶞᶱ ᵶᶝ  н

2 . ḏᴻḇᶱ ᶲᶆᵣᶉᵣ ᴲRSpectral 

Contin g( Standard )ᴿᶱ ᵶ ᶝ ᵸ  G     

ᵣᶅ NRext ḤRḇḻ fiɵᵶᶝᵸG  
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3 . Sample Name CƎategory ᶍ ᶱ  

ᵶᶝᵸG ḝᶶᶹḳᶱ ᶩ ᶞχ ᶃ ᶱוֹ

ᵪᶨ ᵶ ᶃᶍḝᶶᶹḳᶍᶧᵥᶊ⅛ᵣᵾᵣ

ᶎᴲᴂM uDPIT Experiment ᶊbḉᶼḋ᷄ᶱ ᶫ

ᶝᵸᴳ ᵣᶅ Nᴂext ḤbḇḻᶱfiᵶᶝᵸG  

4 . Qᴂueue Search Engine Results For 

Loading  bᶱ᷄Ḳḋ᷄ᵶᶝᵸG 

5 . ᶞ ᶟ d at ḝᶶᶹḳᶱ ᵶɕ ᵸᴳ

ᶍḝᶶᶹḳᶱ ᶕᵲᶇ ɟּס ᶆᵸ  G
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6 . ᷊ḻḟḳᶇᵶᶅ ᶞ ᶟ ḝᶶᶹḳᵫוֹ

ᶊᶉᵣᵪ ᶮᶫᶝᵸ ᶉGᵣ ᶎ ᶍזּ

Nᴂex t ḤbḇḻᶱfiᵶᶝᵸG  

7 . ᶍ ᶇᶎ ᶍ sample ᶇᵶᶅ ᶞ

ᶟ ḝᶶᶹḳᵫᶉᵣᵪוֹ ᶮᶫᶝᵸᴳχ ᶪ ᶎ

Aᴂdd A nother BioSample Ḥbḇḻᶱ᷄ Ḳḋ᷄

ᵶᶝᵸG  
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[Control, Sample 2 ᶍ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

8 . 2 6  ᶍ ᶱ ᶩ ᵶᶝᵸG ᶎ Sample 

ᶍ ᶱ ᵧᶪ ᶇᴲ ᶚᶈᶇ│ᶉᶪ d at

ḝᶶᶹḳᶱ ᵸᶪ ᶊ ≥ᵶᶅᵮᵿᵴᵣG  
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[Treatmnt , Sample 3 ᶍ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

9 . 7 ᴲ ᶍ ᶇᶎ ᶍ᷊ḻḟḳᶇᵶᶅ

ᶞ ᶟ ḝᶶᶹḳᵫᶉᵣᵪוֹ ᶮᶫᶝᵸᴳχ ᶪ

ᶎ Aᴂdd A nother BioSample Ḥbḇḻᶱ

᷄Ḳḋ᷄ᵶᶝᵸG 

10 .ᵲᶫᶝᶆ ᴲ ᶩ ᶞ ᶱ ᶩ ᵶᶝᵸG ᶎ

Category ᶇ Sample ᶱ ᵧᶪ ᶇᴲ ᶚᶈᶇ  

│ᶉᶪ d at ḝᶶᶹḳᶱ ᵸᶪ ᶊ ≥ᵶᶅᵮᵿᵴᵣG  
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[Treatment , Sample 4 ᶍ ] 

ᵲᶫᶝᶆ ᶩ ᶞ ᶱ ᶩ ᵶᶝᵸG 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

∙ ᶆ dat ᶍḏᴻḇ ᶩ ᶞᶎ ᶆᵸ  G

12 . ᶆ ᵶᵾḏ ḇᴻḡᴻḁ

ᶱ ᵶᶝᵸG  
13 . X!Tandem ֩ɕ ᵾᶎ

M SFragger ᶆ֪ ᶱ  

ᶆנּ ᵥᵪᴲ ᵶᶝᵸG  

ᵲ֩ᶫᶨᶍ ᶽḻḀḻ  ɵ

סּ ᶉ ᶍᶞ  ֪

14 . Sc oring ֩Validation   

ᶟ֪ ᶱ ᵶᶝᵸG  
15 . ḇ ḻ ḙ ᷄ ᶍ   

᷅ḳᴻḟּט ᶍ  

ᶱ ᵶᶝᵸG  

18 . ᵸᶘᶅᶍḙḱḩᴻḇᶱ ᴲR Load 

Data ḤRḇḻᶱfiᵸᶇ ᶩ ᶞᵫ ᵶᶝᵸG  

11.ᵸᶘᶅᶍd at,sample,Category ᶍ ᶩ ᶞᵫ

ᵶᵾᶨƎ Aᴂd d Another BioS ample Ḥbḇḻᶱ᷄Ḳḋ᷄

ᵺᵹ Nᴂext ḤbḇḻᶱfiᵶᶝᵸG  

17 . Gene O ntology ᶣ

Path w ay ᶷḖḎᴻ ᷿ḯḻ

ᶍ ᶱ ᵶᶝн  G

16 וֹ . ᶊ

FDR ᶍ ᶱ ᵸᶪᵪ

ᵶᶝᵸG  
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2-2-2. mzIdent ML ᶞ ᶞ: validat ion ᶎ ᶩ ᶞ ᶊ ᵥ  

 

[mzIdentML ᶒᶊMGF ḝᶶᶹḳᶍ ] 

 

Scaffold ᶆ ᶩ ᵾðᵣ ᶊᶃᵣᶅוֹ MƎASCOT ᶍ וֹ ᶊᶅᴲEᴂxport ᵇᶍAs █ ᶍ

ᶱ mᴂz Id entML ᵇᶊ ᵶᴲᵆExport ᵇḤḇḻᶱfiᵶᶝн  G

 

 

 

 

 

 

 

 

 

 

 

 

 

 

ḝᶶʋ ḳ ᶍ ᶱ ᵥ ᶊ┌ ᵶᶝᵸᴳᴂTarget FDR ᵇᶉᶈᶍ ᶱ1%ᶉᶈ ᶉ 

ᶊ ᵶᴲ זּ ᶍ Eᴂxport search r esults Ḥbḇḻᶱfiᵶᶝᵸ  G

 

 

 

 

 

 

 

1. ᵆExport ᵇ ᶍ As █ ᶱ

ᵆmzIdentM L ᵇ ᶊ ᵶ ᴲ

Eᴂxport  b

2 . FD Rᶍ ᶱ ᶉ ᶊ ᵶƎ

Eᴂxport Searc h results  b
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┌ᵶᵾ ᶆ Dᴂownload ᵇḤḇḻᶱfiᵶᶝᵸᴳ ᵴᶫᶪḝᶶ ḳʋᶎᴲFᴂ(search ).mzid  ᵇᶇᵣᵥ

ᶍḝᶶᶹḳᶇᶉᶩᴲḞḱᶻ᷾ᶍ ᶍḈz ḻḵᴻḑḝ ḳʒḈᶉᶈᶊ ᵴᶫᶝᵸ  G

ᵲᶍ mzIdentML ḝᶶᶹḳᶍ ᶱ SƎcaffold ᶊᶅ ᶩ ᶞᵾᵣ ᶆוֹ ᶩ ᵶ ᵣᶝ *н1  G

*1  Mascot Daemon ᶊᶅᴲ ᶇ ᵶᶅ ᶊmzIdentML ḝᶶᶹḳᶱ ᵸᶪᶿḟ᷿ḯḻᵫ ᵴ

ᶫᶅᵣᶝᵸ  G

 

 

 

 

 

 

 

 

 

 

 

 

ᵲᶍmzid ḝᶶᶹḳᶊᶎ quer yᶍḜᴻ᷄ ᵫ ᶝᶫᶅᵣᶝᵺᶲGmzid ᶇ ᵷḝᶾḳḈ ᶊḜᴻ᷄ḲḁḐ

ḝᶶᶹḳᶆᵡ MᶅGFḝᶶᶹḳᶱ ᵶᶅᵩᵣᶅᵩᵮ ᵫᵡᶩᶝᵸG MGFᶍ ᶡ וֹ ᶍ Export ᵪ

ᶨּס ᶆᵸ  G

וֹ ᶍ Export format ᶆ MᴂGF Peak  List ᵇɵ ᵸᶪᶇᴲ ᵫ ┌ᵶᶝᵸG  

 

 

 

 

 

 

 

 

ᶍזּ Eᴂxport search  results Ḥbḇḻᶱfi ᶇнMGFḝᶶᶹḳᵫḈᶻḻḵᴻḑᵴᶫᶝᵸG 

 

 

 

 

 

 

 

 

 

 

3 . ḈᶻḻḵᴻḑᵶᶅF<search > .mzid

ᶇᵣᵥḝʉ ᶹḳɵ ᵶᶝᵸ  G
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ᵸᶘᶅᶍ mzid ḝᶶ ḳʋᶱ ᵶᵾᶨƎ Scaffold ᶱ ᵶḏᴻḇᶍ ᶩ ᶞᶱ ᵶᶝᵸᴳ ᶎ∙ּזᶍ

ᶩᶆᵸ  G

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

1.  New Ḥḇḻᶱfiᵶ( ᶝᵾᶎ

Ctrl+N) ᶩ ᶞᶱ ᵶᶝ  н

2 . ḏ ᴻ ḇ ᶱ ᶲ ᶆ ᵣ ᶉ ᵣ

 Ǝ SRpectral Conting( Standard ) ᴿɵ   

ᵶᶝᵸG ᵣᶅ NRext ḤRḇḻᶱfiᵶᶝᵸG  

3 . Sample Name CƎategory ᶍ ᶱ  

ᵶᶝᵸG ḝᶶᶹḳᶱ ᶩ ᶞχ ᶃ ᶱוֹ

ᵪᶨ ᵶ ᶃᶍḝᶶᶹḳᶍᶧᵥᶊ⅛ᵣᵾᵣ   

ᴲᴂM uDPIT Experiment ᶊbḉᶼḋ᷄ᶱ

ᶫᶝᵸ  G

ᵣᶅ Nᴂext ḤbḇḻᶱfiᵶᶝᵸG  
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4 . Queue Search Engine Results For 

Loading ᶱ᷄Ḳḋ᷄ᵶᶝᵸG 

5 . ᶞ ᶟmzIdentML ḝᶶᶹḳᶱ ᵶɕ ᵸ  G

6 . ᷊ḻḟḳᶇᵶᶅ ᶞ ᶟ ḝᶶᶹḳᵫוֹ

ᶊᶉᵣᵪ ᶮᶫᶝᵸ ᶉGᵣ ᶎ ᶍזּ

Nᴂex t ḤbḇḻᶱfiᵶᶝᵸG  
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7 . ᶍ ᶇᶎ ᶍ Sample ᶇᵶᶅ ᶞ

ᶟ ḝᶶᶹḳᵫᶉᵣᵪוֹ ᶮᶫᶝᵸᴳχ ᶪ ᶎ

Aᴂdd A nother BioSample Ḥbḇḻᶱ᷄ Ḳḋ᷄

ᵶᶝᵸG  

8 . 2 7  ᶍ ᶱ ᶩ ᵶᶝᵸG Sample ᶍ   

ᶱ ᵧᶪ ᶇᴲ ᶚᶈᶇ│ᶉᶪ I dentML ḝᶶᶹḳ

ᶱ ᵸᶪ ᶊ ≥ᵶᶅᵮᵿᵴᵣG  
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∙ ᶆmzIden tML ᶍ ᶩ ᶞᶎ ᶆᵸ  G

.ᵸᶘᶅᶍ d at,sample,Category ᶍ ᶩ ᶞᵫ

ᵶᵾᶨƎ Aᴂd d Another BioS ample Ḥbḇḻᶱ᷄Ḳḋ᷄

ᵺᵹ Nᴂext Ḥbḇḻɵ fiᵶᶝᵸG  

10. ᶆ ᵶᵾḏ ḇᴻḡᴻḁ

ᶱ ᵶᶝᵸG  

11. X!  Tandem ֩ɕ ᵾᶎ

M SFragger ᶆ֪ ᶱ  

ᶆנּ ᵥᵪᴲ ᵶᶝᵸG

ᵲ֩ᶫᶨᶍ ᶽḻḀḻᶱ

סּ ᶉ ᶍᶞ  ֪

12. Sc oring V֩alidation   ᶟ֪

ᶱ ᵶᶝᵸG ᶽḻḀḻ ᶆ ᵶᵾ

ᶱᵼᶍᶝᶝוֹ ᶩ ᶟ ᴲᴂ Use 

prefi ltered mode ᵇɵ ᵶᶝᵸG  

13. ḇḻḙ᷄ ᶍ᷅ḳᴻ

ḟּט ᶍ ᶱ ᵶ

ᶝᵸ  G

14 . Gene O ntology ᶣ

Path w ay ᶷḖḎᴻ ᷿ḯḻ

ᶍ ᶱ ᵶᶝн  G

15 . ᵸᶘᶅᶍḙḱḩᴻḇᶱ

ᴲR Load Data ḤRḇḻᶱfi

ᵸᶇ ᶩ ᶞᵫ ᵶᶝᵸG  
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2-3. MASCOT Server ᵪᶨḕḋḐḷᴻ᷄ᶱ ᵶᶅdat ᶱ ᵸᶪ   

 

 MASCOT ᶍ ᶱוֹ Scaffold ᶊ ᶩ ᶟ 2 ᶃᶍ ᶍᵥᶀᶍ ᶃMƎASCOT ᶍḵ᷅ḝᶶᶹḳɵ ᵬᴲ

Mascot Server ᵪᶨḕḋḐḷᴻ᷄ɵ ᵷᶅ dat ḝᶶᶹḳᶱ ᶩ ᶟ ᶆᵸ  G

 

[ Sample ᶱ Search log ᵪᶨ ᵶḕḋḐḷᴻ᷄ ᶆḝᶶᶹḳᶱ ᵸᶪ  ]  

Category ᶇᵶᶅ Control ᶇ Treatment, ᵼᶫᵽᶫᶊSample ᶱ ᵶᵾḏᴻḇᶱ ᵶᶅᵣᶝᵸ  G

 

Category  Sample  dat  

Control  Samp le1  F0012 44.dat  

Sample 2 F0012 45.dat  

Treatment  Sample3  F0012 46.dat  

Sample4  F0012 47.dat  

 

[Control, Sample1 ᶍ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

1.  New Ḥḇḻᶱfiᵶ( ᶝᵾᶎ

Ctrl+N) ᶩ ᶞᶱ ᵶᶝ  н

2 . ḏ ᴻ ḇ ᶱ ᶲ ᶆ ᵣ ᶉ  r           

 Ǝ SRpectral Conting( Standard )ᴿɵ   

ᵶᶝᵸG ᵣᶅ NRext ḤRḇḻᶱfiᵶᶝᵸG  
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3 . Sample Name CƎategory ᶍ ᶱ ᵶᶝᵸG

ḝᶶᶹḳᶱ ᶩ ᶞχ ᶃ ᶱוֹ ᵪᶨ ᵶ  

ᶃᶍḝᶶᶹḳᶍᶧ ᶊv⅛ᵣᵾᵣ ᴲᴂ M uDPIT 

Experiment ᶊbḉᶼḋ᷄ᶱ ᶫᶝᵸG 

ᵣᶅ Nᴂext ḤbḇḻᶱfiᵶᶝᵸG  

4 . Queue Search Engine Results For 

Loading ᶱ᷄Ḳḋ᷄ᵶᶝᵸG 
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5.  ᶩ ᶟ  ᶱḵ᷅ᵪᶨ᷄Ḳḋ᷄ᶆוֹ

ᶒᶝᵸ֩ ᶊ ᶱᵸᶪᵲᶇ

ᶡּס ᶆᵸ֪ G

Aᴂdd ᵇḤḇḻɵ fiᵸᶇּזᶍ ᶊ  ɭ

ᶝᶫᵾ ᵫוֹ ᵴᶫᶝᵸᴳ ᶱ

ᵧᵾᶨ OᴂKᵇḤḇḻᶱfiᵶᶝᵸᴳ 

6 . ᷊ḻḟḳᶇᵶᶅ ᶞ ᶟ  ḝᶶᶹḳᵫוֹ

ᶊᶉᵣᵪ ᶮᶫᶝᵸ ᶉGᵣ ᶎ ᶍזּ

Nᴂex t ḤbḇḻᶱfiᵶᶝᵸG  
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[Contro l, Sample 2 ᶍ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

7 . ᶍ ᶇᶎ ᶍ᷊ḻḟḳᶇᵶᶅ ᶞ ᶟ

ḝᶶᶹḳᵫᶉᵣᵪוֹ ᶮᶫᶝᵸᴳχ ᶪ ᶎ

Aᴂdd A nother BioSample Ḥbḇḻᶱ᷄ Ḳḋ᷄

ᵶᶝᵸG  
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8 . 2 6  ᶍ ᶱ ᶩ ᵶᶝᵸG ᶎ Sample 

ᶍ ᶱ ᵧᶪ ᶇᴲ ᶚᶈᶇ│ᶉᶪ d at    

ḝᶶᶹḳ( Job )ᶱ ᵸᶪ ᶊ ≥ᵶᶅᵮᵿᵴᵣG  
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[Treatmnt , Sample 3 ᶍ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

9 . 7 ᴲ ᶍ ᶇᶎ ᶍ᷊ḻḟḳᶇᵶᶅ

ᶞ ᶟ ḝᶶᶹḳᵫᶉᵣᵪוֹ ᶮᶫᶝᵸᴳχ ᶪ

ᶎ Aᴂdd A nother BioSample Ḥbḇḻɵ

᷄Ḳḋ᷄ᵶᶝᵸG 

10 .ᵲᶫᶝᶆ ᴲ ᶩ ᶞ ᶱ ᶩ ᵶᶝᵸG ᶎ

Category ᶇ Sample ᶱ ᵧᶪ ᶇᴲ ᶚᶈᶇ  

│ᶉᶪ d at ḝᶶᶹḳ֩Job ֪ɵ ᵸᶪ ᶊ ≥ᵶᶅ

ᵮᵿᵴᵣG  
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[Treatment , Sample 4 ᶍ ] 

ᵲᶫᶝᶆ ᶩ ᶞ ᶱ ᶩ ᵶᶝᵸG 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

∙ ᶆ search log ᵪᶨḏᴻḇ ᶩ ᶟ ᶎ ᶆᵸ  G

12 . ᶆ ᵶᵾḏ ḇᴻḡᴻḁ

ᶱ ᵶᶝ  н
13 . X!Tandem ֩ɕ ᵾᶎ

M SFragger ᶆ֪ ᶱ

ᶆנּ ᵥᵪᴲ ᵶᶝ  н

14 . Sc oring ֩Validation   

ᶟ֪ ᶱ ᵶᶝ  н
15 . ḇḻḙ᷄ ᶍ᷅ḳᴻ

ḟּט ᶍ ᶱ ᵶ

ᶝ  н

18 . ᵸᶘᶅᶍḙḱḩᴻḇᶱ ᴲR Load 

Data ḤRḇḻᶱfiᵸᶇ ᶩ ᶞᵫ ᵶᶝᵸG  

11.ᵸᶘᶅᶍd at,sample,Category ᶍ ᶩ ᶞᵫ

ᵶᵾᶨƎ Aᴂd d Another BioS ample Ḥbḇḻᶱ᷄Ḳḋ᷄

ᵺᵹ Nᴂext ḤbḇḻᶱfiᵶᶝᵸG  

17 . Gene O ntology ᶣ

Path w ay ᶷḖḎᴻ ᷿ḯḻ

ᶍ ᶱ ᵶᶝн  
16 וֹ . ᶊ

FDR ᶍ ᶱ ᵸᶪᵪ

ᵶᶝᵸG  
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2-4. raw ᶝᵾᶎḜᴻ᷄ḲḁḐᶱ ᶞ ᶟᶇᵲᶬᵪᶨ ᶠᶪ   

 

Scaffold 5 ᵪᶨᶎ rƎ aw ḏᴻḇᶱ ᶩ ᶞƎ ᶽḻḀḻ X! Tandem ᶝᵾᶎ MSFragger ᶆ  ɵ    

ᶂᶅᵼᶍ ᶱוֹ Scaffold 5 ᶊ ᵴᵺᶪᵲᶇᵫᶆᵬᶪᶧᵥᶊᶉᶩᶝᵶᵾG ᶱ ᵶᵾᵣ ᴲ

ᶠ ᶽḻḀḻᶍ ḝᶶᶹḳᶍ ᶱScaffold ᵪᶨ ᵸᶪ ᶱ ᵥ ᵫᵡᶩᶝᵸG     

ᵼᶫᵽᶫᶍḟḵ᷅ḱḨɵ ᵳ ᶍ ᶊᶎḱᶹḃḻḁᶊᶃᵣᶅᶧᵮᵳ ᵣᵾᵿᵬ lƎ icense agreem ent ᶊ

ᵴᶫᶪ ᵫᵡᶩᶝ ᶍнᶆᵳ ≥ᵮᵿᵴᵣᴳɕ ᵾ ᶽḻḀḻᶊᶧᶂᶅ ᶞ ᶞּס ᶉḝᶶᶹḳ     

ḝᶾᴻḦḋḐᵫ│ᶉᶩᶝ ᶍнᶆᵼᶍ ᶡᵳ ≥ᵮᵿᵴᵣG  

 

סּ ᶉḝᶶᶹḳḝᶾᴻḦḋḐ 

 X! Tandem  : mzXML,  MGF,  DTA,  PKL ᶉᶈᶍḜᴻ᷄ḲḁḐḝᶶᶹḳ 

 MSFragger : Thermo fish er raw ḏᴻḇƎ Bruker .d ḏᶸḴ᷄ḐḲƎmzML ᶉᶈᶍ raw ḝᶶᶹḳ 

 

2-4-1. ᵸᶪ ᶽḻḀḻḟḵ᷅ḱḨ ḃɵḋḐᵸ  ᶅ : X!  Tande m ᶍ  

 

∙ ᶝᶆᶍḘᴻḀḯḻᶇ│ᶉᶩƎ ḘᴻḀḯḻᶆᶎX! Tandem ᵫḘḻḑḳᵴᶫᶅᵣᶝᵺᶲG ᵸ  ᶅ  

ᵾᶠᶊᶎḮᴻ᷾ᴻᵫ X! Tandem ᶱḈᶻḻḵᴻḑᵶᶅScaffold ᶇ ᵷ᷈ḻḜḭᴻḇ ᶊᴻᶹḻḁḐᴻḳᵸ  ᶅ  

ᵫᵡᶩᶝᵸG  

 

X! Tandem URL ᶎ∙ּזᶊ᷁ᶹḑᵫᵡᶩᶝᵸG 

http://www.proteomesoftware.com/search -tools  

 

ᶹḻḁḐᴻḳᵶᵾ X! Tandem ᶱ Scaffold ᶆ ᵸᶪᵾᶠ ∙Ǝּזᶍ ᶱ ᶂᶅᵮᵿᵴᵣG  

 

 

 

 

 

1. menu ᶍ Edit - > Preference  

2  Pᴂath ḇbḞᶍ Sᴂearch En gines ᶆb

X!  Tandem ᶱ ᵶᴲᴂ Choose ᶆb  

ᶽḻḀḻḟḵ᷅ḱḨ( tandem.exe )

ᶱ  

http://www.proteomesoftware.com/search-tools
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2-4-2. ᵸᶪ ᶽḻḀḻḟḵ᷅ḱḨ ḃɵḋḐᵸ  ᶅ : MSFragger ᶍ  

 

MSFragger ᶱ ᵸᶪᵾᶠᶊᶎḮᴻ᷾ᴻᵫ MSFragger ᶱḈᶻḻḵᴻḑᵶᶅScaffold ᶇ ᵷ᷈ḻḜḭᴻḇ

ᴻᶊᶹḻḁḐᴻḳᵸᶪ ᵫᵡᶩᶝᵸG 

MSFragger UR Lᶎ∙ּזᶊ᷁ᶹḑᵫᵡᶩᶝᵸG 

http://www.proteomesoftware.com/search -tools  

 

 

ᶹḻḁḐᴻḳᵶᵾ MSFragger ᶱ Scaffold ᶆ ᵸᶪᵾᶠ ∙Ǝּזᶍ ᶱ ᶂᶅᵮᵿᵴᵣG  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

2-4-3. MSFragger ᶝᵾᶎ X!Tandem ᶆᶍ ᶇḏᴻḇ ᶞ ᶞ  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

1. menu ᶍ Edit - > Preference  

2  Pᴂath ḇbḞᶍ Sᴂearch En gines ᶆb

MSFragger ᶱ ᵶᴲᴂ Choose ᶆb  

ᶽḻḀḻᶍ j ar ḝᶶᶹḳɵ  

1.  New Ḥḇḻᶱfiᵶ( ᶝᵾᶎ

Ctrl+N) ᶩ ᶞᶱ ᵶᶝ  н

http://www.proteomesoftware.com/search-tools
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2 . ḏ ᴻ ḇ ᶱ ᶲ ᶆ ᵣ ᶉ ᵣ

 Ǝ SRpectral Conting( Standard ) ᴿɵ   

ᵶᶝᵸG ᵣᶅ NRext ḤRḇḻᶱfiᵶɕ ᵸ  G

3 . Sample Name CƎategory ᶍ ᶱ ᵶ

ᶝᵸᴳ ḝᶶᶹḳᶱ ᶩ ᶞχ ᶃ ᶱוֹ ᵪ

ᶨ ᵴ ᵺ ᵾ ᵣ ᴲᵆM uDPIT 

Experiment ᶊbḉᶼḋ᷄ᶱ ᶫᶝᵸG 

ᵣᶅ Nᴂext ḤbḇḻᶱfiᵶᶝᵸG  
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4 . Queue Raw Data  For Loading ᶱ 

᷄Ḳḋ᷄ᵶᶝᵸG 

5 . ᶱ ᵥ raw ḝᶶᶹḳɕ ᵾᶎḜᴻ  ᷄  

ḲḁḐḝᶶᶹḳɵ ᵶᶝᵸG  

6 . ᷊ḻḟḳᶇᵶᶅ ᶞ ᶟ  ḝᶶᶹḳᵫוֹ

ᶊᶉᵣᵪ ᶮᶫᶝᵸ ᶉGᵣ ᶎ ᶍזּ

Nᴂex t ḤbḇḻᶱfiᵶᶝᵸG  
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7 . ᶍ ᶇᶎ ᶍ᷊ḻḟḳᶇᵶᶅ ᶞ ᶟ

ḝᶶᶹḳᵫᶉᵣᵪוֹ ᶮᶫᶝᵸᴳχ ᶪ ᶎ

Aᴂdd A nother BioSample Ḥbḇḻᶱ᷄ Ḳḋ᷄

ᵶᶝᵸG  

8 . 2 6  ᶍ ᶱ ᶩ ᵶᶝᵸG ᶎ Sample 

ᶍ ᶱ ᵧᶪ ᶇᴲ ᶚᶈᶇ│ᶉᶪ ra w    

ḝᶶᶹḳ (Ḝᴻ᷄ḲḁḐḝᶶᶹḳ)ᶱ ᵸᶪ ᶊ ≥ᵶ

ᶅᵮᵿᵴᵣG  
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10. ᶆ ᵶᵾḏ ḇᴻḡᴻḁ

ᶱ ᵶᶝᵸG  
11. X!Tandem ֩ɕ ᵾᶎ

M SFragger ᶆ֪ ᶱ  

ᶆנּ ᵥᵪᴲ ᵶᶝᵸG  

12. Sc oring ֩Validation   

ᶟ֪ ᶱ ᵶᶝᵸG  
13. ḇḻḙ᷄ ᶍ᷅ḳᴻ

ḟּט ᶍ ᶱ  

ᵶᶝᵸG  

16 . ᵸᶘᶅᶍḙḱḩᴻḇᶱ ᴲR Load 

Data ḤRḇḻᶱfiн ᶇᴲ ḙḱḩᴻḇ

ᶊ ┌ᵶᶝᵸG  

9 .ᵸᶘᶅᶍ d at,sample,Category ᶍ ᶩ ᶞᵫ

ᵶᵾᶨƎ Aᴂd d Another BioS ample Ḥbḇḻᶱ᷄Ḳḋ᷄

ᵺᵹ Nᴂext Ḥbḇḻᶱfiᵶᶝн  G

15 . Gene O ntology ᶣ

Path w ay ᶷḖḎᴻ ᷿ḯḻ

ᶍ ᶱ ᵶᶝн  G
14 וֹ . ᶊ

FDR ᶍ ᶱ ᵸᶪᵪ

ᵶᶝᵸG  
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[X! Ta ndem ᶍ ] 

 

ᶍᶧᵥᶊזּ∙ ᶱ ᵸᶪ ᶊ ᵧᶪḙḱḩᴻḇ ᵫ ᶫᶝᵸ  G

 

X! Tandem Databa se Options   

 

Include only identif ied proteins  : ᶍᶿḟ᷿ḯḻᵿᵫƎᵲᶍ ᶆᶎ ᵶᶝᵺᶲG  

Generate decoy proteins   : FDR ᶱ ᵥᵾᶠᶍDecoy ḏᴻḇḡᴻḁ ᶱ ᵣᶝᵸ  G

Accession Filter    : ᶍ ᶆ tƎaxonomy ᶣ ┼ ᶍᶞᶱ ᶇᵸ  ᶅ

ᶊ ᵶᶝ  н ó֩_HUMANóᶉᶈᶇ ᵶᶝᵸ֪  G

Precursor Tolerarnce   : Precursor ᶍ ᶇ ᶍ  

Fragment  Toler ance  : Fragment ᶍ ᶇ ᶍ  

Digestion Enzy me  : ḇḻḙ᷄ ᵪᶨ Ḣḟḉḑɵ ᵸᶪ ᶍ ḙḇᴻḻG  

Modification    : FGixed ( ᶷḧḖ )ᶇVar iable   

֩ ᵸ /ᶅ ᵶᶉ  rᶱ  ֪

 

 

 

ᵸᶘᶅᶍḙḱḩᴻḇᶱ ᴲRLoad 

Data ḤRḇḻᶱfiᵸᶇƎ  ḏᴻḇ ᶩ

ᶞ ᶒᶊ ᵫ ᵴᶫᶝᵸ  G
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[MSFragger ᶍ ] 

 

ᶍᶧᵥᶊזּ∙ ᶱ ᵸᶪ ᶊ ᵧᶪḙḱḩᴻḇ ᵫ ᶫᶝᵸ  G

 

MSFragger Database  Options   

 

Include only identif ied proteins  : ᶍᶿḟ᷿ḯḻᵿᵫƎᵲᶍ ᶆᶎ ᵶᶝᵺᶲG  

Generate decoy proteins   : FDR ᶱ ᵥᵾᶠᶍDecoy ḏᴻḇḡᴻḁ ᶱ ᵣᶝᵸ  G

Accession Filter    : ᶍ ᶆ tƎaxonomy ᶣ ┼ ᶍᶞᶱ ᶇᵸ  ᶅ

ᶊ ᵶᶝ  н ó֩_HUMANóᶉᶈᶇ ᵶᶝᵸ֪  G

Precursor Tolerarnce   : Precursor ᶍ ᶇ ᶍ  

Fragment Toler ance  : Fragment ᶍ ᶇ ᶍ  

Digestion Enzy me  : ḇḻḙ᷄ ᵪᶨ Ḣḟḉḑɵ ᵸᶪ ᶍ ḙḇᴻḻG  

Modification    : FGixed ( ᶷḧḖ )ᶇVar iable   

֩ ᵸ /ᶅ ᵶᶉ  rᶱ  ֪

 

ᵸᶘᶅᶍḙḱḩᴻḇᶱ ᴲRLoad 

Data ḤRḇḻᶱfiᵸᶇƎ  ḏᴻḇ ᶩ

ᶞ ᶒᶊ ᵫ ᵴᶫᶝᵸ  G
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2-5. ḏᴻḇḡᴻḁᶍ   

 

2-5-1.  

 

 Scaffol d ᶊ ᶩ ᶟ ḝᶶᶹḳᶊᶎƎḇḻḙ᷄וֹ ᶍ ᵫ ᶝᶫᶅᵣᶝᵺᶲᴳ ḇḻḙ᷄ ᶍ

ID (Accession ) ᶱ ᶊ ᶱ ᵶ ᶄᵰᶪᵾᶠ SƎcaffold ᶆ ᶊ ᵶᵾᶡᶍᶇ ᵷ

ḏᴻḇḡᴻḁᶱ ᶩ ᶟ ᵫᵡᶩᶝᵸG ᶝᵾFASTAḏᴻḇḡᴻḁᶍḃḋḐᶎScaffold ᶆ ᶱוֹ ᶞ

ᶲᵿᶩ ᶱ ᵸᶪ ᶊ ᶂᵾᶩᵸᶪ ᵫᵡᶩᶝᵸG Scaffold ᶆ ᶩ ᶲᵿ FASTA ḝᶶᶹḳᶎ 

òEdit FASTA Databases óḈᶹᶷḵ᷅ᶆ ᵸᶪ ᵫᶆᵬᶝᵸ  G

FASTAᶱ ᶩ ᶟ FƎASTA ᶍ ᶆᶈᶍ ∞ᵫAccession (Ḯḓᴻ᷄ᶉID )ᶇᶉᶩᴲɕ ᵾᶈᶍ ∞

ᵫ Description( ḇḻḙ᷄ ᶍ ᶊᶃᵣᶅᶍ )ᶊᵡᵾᶪᶍᵪᶱ ᵸᶪ ᵫᵡᶩᶝᵸᵫƎ ᵼᶫᶱ

ᶊ ᵥ ᶡScaffold ᶊᶎ ᵴᶫᶅᵣᶝᵸG ᵲᵲᶆᶎ ḏᴻḇḡᴻḁ Sɵcaffold ᶊ ᶩ ᶝᵺᶪ

ᶣᵼᶍ ᶊᶃᵣᶅ ᵶᶅᵣᶝᵸG  

 

2-5-2. Edi  FASTA Databases Ḉᶹᶷḵ  ᷅

 

MHenu ᶍ Edit -> Edit FASTA D atabases   

ḏHᴻḇ ᶩ ᶉðᶈ ᶉ ᶊ ᶫᶪ Eᴂdit Databases Ḥbḇḻ 

ᵲᶫᶨ ᶊᶧ Ḉɭᶹᶷḵ ᵫ᷅ ᶫᶝᵸ  G
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Eᴂdit Databases Ḉbᶹᶷḵ ᶆ᷅ᶎ ᵴᶫᶅᵣᶪḏᴻḇḡᴻḁᶍ╗ ḏƎᴻḇḡᴻḁᶍ Hּנ ᴴ ᶱ

ᵥ ᵫᶆᵬᶝᵸ  G

 

 

 

 

2-5-3. FASTA ḏᴻḇḡᴻḁᶍ  

 

1 . 2 -5-2 ᶆ∏ ᵶᶅᵣᶪ ᶆƎ Eᴂdit Databases Ḉbᶹᶷḵ᷅ᶱ ᵬᶝᵸ  G

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

2 . Aᴂd d Database Ḥbḇḻɵ fiᵶᶝн  G
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4 . ḏᴻḇḡᴻḁᶍ ID, Description

ᶊ ᵸᶪ ḳᴻḳᶱ ᵶᶝᵸ  G  

ᶊᵲᵿᶮᶩᵫᶉᵣχ ᵭᶩᴲ Aᴂuto  

Parse ᵇᶱ ᶲᶆᵮᵿᵴᵣG 

3 . ḏᴻḇḡᴻḁḝᶶᶹḳᶱ ᵶᴲ

ᵆ ᵮᵇᶱfiᵶᶝᵸ G

5  ḏᴻḇḡᴻḁᶍ ᶩ ᶞᵫ ᵶᶝᵸG

ᴲ ᶩ ᶝ ᵾʟḏᴻḇḡᴻḁᵫ╗ ᶊ ᵴᶫ

ᶝᵸᴳ OᴂKᵇᶱfiᵶᶅᵮᵿᵴr  G
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2-5-4. parse rule ᶊᶃᵣᶅ C֩onfigure Database Parser  ֪

 

2-5-3 ᶍ parse rule ᶊ ᵸᶪ ᶱᵣᵾᵶᶝᵸG  

FASTAᶍ ᶍ ᵪᶨ AƎccession (ḏᴻḇḡᴻḁᶍḮḓᴻ᷄ᶉID)ᶇDescription ( ᶍ

)ᶍ￼ ᶱ ᵶƎ ᶽḻḐḲ ḏᴻᴻḇᶍ ᶇᵶᶝᵸG ᵲᶍ AƎccession ᶣ Description ᶍ ∞ᶱ

ᵸᶪᵾᶠᶍḳᴻḳᴲ ᶍᶧᵥᶉᶡᶍᵫᴂ parse rule ᶆbᵸᴳᴂ ᶇb ᶏᶫᶪᶧᵥᶉḳᴻḳᶱ ᶂᶅ

ᵶᶝᵸG Accession ᶊᶃᵣᶅᶎᴲ ḝᶶᶹḳᶊוֹ ᶝᶫᶅᵣᶪ ᶇ Scaffold ᶆ ᵶᵾ ᵫ  

╗ ᵶᶅᵣᶪ ᵫᵡᶩᶝᵸG  

 

Parse rule ᶎ 2-5-3 ᶆᶡ ᵶᵾᶧᵥᶊƎ ᶎóAuto Parse óɵ ᵸᶫᶏ ᵡᶩᶝᵺᶲG ᵶᵪᵶ 

ᶽḻḀḻ ᶆ ᵶᶅᵣᵾparse rule ᶇ SƎcaffold auto parse ᶆ ᵶᵾ parse rule ᵫ╗ ᵶᶅ

ᵣᶉᵣ ᶎ ᵸᶪ ᵫᵡᶩᶝᵸG ╗ ᵶᶉᵣᶇ Scaffold ᶆ ᶩ ᶲᵿᶍᶀ ḇḻḙ᷄ ᶍ ᶍ 

ᶄᵰᵫᵥᶝᵮᵣᵪᵹƎ ᶣ ᶉᶈᶍ ᵫ ᵶᵮ ᶮᶫᶝᵺᶲG  

ᵳ ᶆ ᶉ parse rule ᶱ ᵶᵾᵣ FƎASTA ḝᶶ ḳʋ ᶍ ᴲᴂParsing Method  b  

ᶊᴲᴂUse Regular Expressions Ḥbḇḻᶱfiᵶᶝᵸּ֩ז ֪G  

 

 

 

 

 

 

 

 

 

 

 

 

ᶠ ᵴᶫᶅᵣ  ᶅ parse rule ᵪᶨ ᶉᶡ

ᶍᶱ ᶒᴲᴂApply ḤbḇḻᶱfiᵶᶅᵮᵿᵴᵣG  
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3. Samples View  

 

 

3-1.   

 

Scaffold ᶆᶎ ᶱ ᶃ View֩ ᵫ֪ᵡᶩᴲ ᶊᵼᶫᶨᶍ View ᶱ ᶩ ᵧᶪᵾ ᶍfḁᶹḋḉᵫ 

ᵡᶩᶝᵸ  G

 ḏᴻḇɵ ᶩ ᶞ ᴲ ᶊ ᵴᶫᶪᶍᵫ Sᴂam ples Vbiew ᶆᵸ  G

᷊ḻḟḳ ᶍ ḇḻḙ᷄ ᶣᶷ᷊ ḻʋᵴᶫᵾḢḟḉḑᶍ ᴲ ᵴᶫᵾḇḻḙ᷄ ᶍGene 

Onto logy ᶱ╗ ᶆ ᵸᶪ ᶆᵸ SGcaffold ᶍḏᴻḇ ᶎ ᶊᵲᶍ Samples View ᶆ ᵣ  

ᶝᵸ  G

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

3 ᶆᶎ Samples  View  ᶊᶃᵣᶅᴲᵼᶍ ᴴ ᵣ ᶱ ᵣᵾᵶᶝᵸ  G

♣ Ḧḓḭᶷḳᶍ Cᴂhapter.6  Sample View ᶊb ᵸᶪ ᶆᵸ  G

 

3-2 . Samples View ᴴ  

 

Samp les view ᶆᶎ᷊ḻḟḳ ᶊᴲ ḇḻḙ᷄ ½ᶷ᷊ᶹḻᵴʟᵾḢḟḉḑᶍ ½Gene Ontology ᶉ

ᶈᶍ ᶱ ᵶᶅᵣᶝᵸ ∙G ᴲ ᶊᶃᵣᶅ ᵣᵾᵶᶝᵸ  G
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[ ] 

 

זּ ᶍ ӡ֩ᶉᶈ ᵫ֪ ∙Ǝ ᶍ ᶍ  ( 3ᴂ-2-1 ᶉbᶈ)ᶇ ᵶᶅᵣᶝᵸ  G

 

 

 

 

 

 

 

 

 

 

∙ ᴲ ᶊᶃᵣᶅ ᶱᵶᶅᵣᵬᶝᵸ  G

 

3-2-1. Display pane: Samples  table  ᶆ ᵸᶪ ᶍ  

 

᷊ḻḟḳᶍ ᶆ ᵴᶫᶪ ᶊᶃᵣᶅᴲ ᶱ ᶩ ᵧᶝᵸᴳ ᶊᴲ ᶍ ᵪᶨᵶᵴᶣ ᶊ

ᵸᶪ ᶱ ᶆᵬᶪלּ ᶱ ᵸᶪ ᵫᶆᵬᶝᵸ  G

 

Displ ay Options ᶍ ᶎ ᶍ ᶩᶆᵸ  G

 

 

 

 

 

ᵑ The Display pane : 

samples table ≢ ∆╢ ─  

ᵒ Fil tering Samples 

♃fiⱤ◒ /Ɑⱪ♅♪─ ╡ ╖  

ᵓThe Samples Table 

♃fiⱤ◒ ⌐ ∆╢ ╩  

ᵔ Info rmation Pane s 

♃fiⱤ◒ ⁸GO ⌂≥ 
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Protein Identification Probab ility  ḇḻḙ᷄ ᶍ ḇGḻḙ᷄ ᶊᶷ᷊ ᶹḻᵴᶫᵾḢḟḉḑᶍ

(Peptide prophet ) ᶱ ᶊ Prot ein Prophet ᶆ  ᵴᶫᶝ

ᵸ  G

Percent  Coverage ḇḻḙ᷄ ֩ ֪ᶊ ᵶᴲʊ ᷊ᶹḻᵴᶫᵾḢḟḉḑᶍ

ᶍ  G

Percentage of Total Spectr a ᷊ḻḟḳ ḁḢ᷄Ḑḳᶊ ᵶᶅƎḇḻḙ᷄ ᶊᶷ᷊ᶹḻᵴᶫᵾḁḢ

᷄Ḑḳᶍ ᶍ  G

Exclusive  Unique Peptide  Count  

זּ ᴳ ᶍ ᶇᵶᶅ  Ǝ

 : Exclusive  ᵪ Total   

ᵼᶍ ᶬᶊ  

Unique peptide  / Unique spectr um  / Spectr um   

Count ᶇᵣᵥ ᶇᶉᶂᶅᵣᶝᵸ  G

Total  Unique Peptide Count  

Exclusive  Unique Spectr um  

Count  

Tota l Unique Spectrum Count  

Exclusive  Spectrum  Count  

Total  Spectrum  Count  

Quantita tive Value  Total Spectru m Count ᶱᴲ ᷊ḻḟḳᶍ ḁḢ᷄Ḑḳ ᶱ

ᶊ Normalize ᵶᵾ ᴳ ᶱ ᶍ ᶊ סּ

E֩xperime nt -> Quan titative  Analysis  ᶍ      Uᴂse 

Normalization -b> Qᴂuantitat iv e Method ᵇ ֪

 

: 

 

˂ Exclusive  ᶇ Total  

 

EHxclusive  ᶎᴲ ḇḻḙ᷄ ֩᷅ḳᴻḟ֪ᶍᶞᶊ ᵸᶪḢḟḉḑ½ḁḢ᷄ḐḳᵼGᶫᶊ ᵶTotal ᶎᴲ

Exclusive ᶊּנᵧ ᶍ᷅ḳᴻḟᵊ ḇḻḙ᷄ ᶆɛᶡᶷ᷊ᶹḻᵴᶫᶅᵣᶅ Ḣḟḉḑ½ḁḢ᷄Ḑḳᶱּנᵧ

ᵾ ᶇᶉᶩᶝᵸG ᶂᶅᴲ ᶎ  

Total  ã Exclusi ve ᶇᶉᶩᶝн  G

 

˂ Uniq ue peptides  / Uni que spectra  / Spectr um  

 

 Scaffold ᶍ ᶊᵩᵣᶅ Uᴂn iqueᵇᶎᴲ ᶍ ḇḻḙ᷄ ᶇ ᵶᶅᶷ᷊ᶹḻᵴᶫᶅᵣᶅ Ḣḟḉḑᶆ

ᵡᶪᵪᶈᵥᵪᶎ╗ ᵡᶩᶝᵺᶲᴳᵷ ᶊḦḋḉᵶᶅr ᶪ ᶍḁḢ᷄Ḑḳᶊᶃᵣᶅᴲ ᶃᶊᶝᶇᶠ

ᶅ ᶃᶇ ᵧ ᵱᶪᵪᴲᵼʟᶇᶡᶏᶨᶏᶨᶍᶝᶝᶆ ᵧ ᵱᶪᵪᶍ┴ᵣᶆᵸ ᶃGᶍ ᶎ ᶍᶧᵥᶉ 

┴ᵣᵫᵡᶩᶝн  G

 

UHnique Peptides  

ḇḻḙ᷄ ᶊᶷ᷊ᶹḻᵴᶫᵾḢḟḉḑ ᴳ ᶍᵡᶅᶉᵶᶊ ᶮʝ ᵹᴲᶝᵾ ᶍ ┴ᶊ ᶮᶨᵹᴲ ╗

ᶍḢḟḉḑᶎ ᶃᶇᵶᶅ ᵧᶝᵸG  
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UHnique Spectra  

Unique pept idesᶇ ᶅᵣᶝᵸᵫᴲ ᵫ│ᶉᶪ ᶣ ᵫ│ᶉᶪ ᶎ ᶍᶡᶍᶇᵶᶅ ᵧᶝᵸG  

 

SHpectr um  

╗Ḣḟḉḑ ᶇᵶᶅ ᵴʟ ᵾḁḢ᷄Ḑḳн ᶘᶅᶱ ᶃᶊᶝᶇᶠᵹḘḱḘḱᶊᵧᶝᵸG  

 

ᶂᶅ ᶎ 

Spectr um  ãUnique Sp ectra  ãUnique  Peptides  ᶇᶉᶩᶝᵸ  G

 

 

 ᴂ Req Mods  ᵇֹ 

ᶍ ᵫᶃᵣᶅᵣᶪḢḟḉḑᶍᶞᶱ ᵸᶪᵾᶠᶍḝᶸḳḇ  ᴻ

 

 ᴂ Search  ᵇֹ 

ᵸᶘᶅᶍḇḻḙ᷄  / Ḣḟḉḑ ḏᴻḇᶱ ᶇᵶᵾ᷂ ᴻḷᴻḑ ᶆ ᶊ ᵸᶪḇḻḙ᷄ ½

Ḣḟḉḑ ᶍᶞᶱ ᵸᶪᵾᶠᶍḝᴜ ḳḇᴻG ᶊ᷂ᴻḷᴻḑᶱ ᶫᶅ ᵸᶪ ᶍᶚᵪᴲ

ᶷᶹ᷈ḻɵ ᷄Ḳḋ᷄н ᶪᶇ ᶫᶪ ᵫᵡᶩᶝᵸ זּ֩ ֪G 
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3-2-2. Filtering Samples : ᵾᶲᶐᵮ / Ḣḟḉḑᶍ ᶩ  ð

 

 

[Protein Threshold ] 

ḇḻḙ᷄ ᶍ P֩rotein Id entification Prob ability ֪Ǝᶝᵾᶎ Protein FDR ᶊᶧᶪ     

ḇḻḙ᷄ ᶍ ᵫðᶆᵬᶝᵸᴳ ᶎ ᶷḳ᷉ḲḂḨProtein Prophe tᶊᶧᶩ ᵴᶫᶅ ᶆᵸᴳ

Protein FDR ᶎ%ᶍ ᶬᶊ FᴂDR ᶇbᶃᵣᶅᵣᶪ זּ֩ ᶆ֪ dƎecoyḏᴻḇḡᴻḁᶊ ᵸᶪ ᶱ   

ᶂᵾ ᶍᶞ ᶫᶝᵸᴳ֩Protein FDR ᶍ ᶎ ᵶ ᶆᵸ ♣G Ḧḓḭᶷḳɵ ᵳ ᵮᵿᵴᵣ  ֪

 

 

 

 

 

 

 

 

 

[Min # Peptides ] 

ḇḻḙ᷄ ᶊᶷ᷊ ḻʋᵴᶫᵾ Ḣḟḉḑ ᶍ ᶱ ᶆᵬᶝᵸG 1 5 ᶝᶆᶍ ᶱ     

ᶆᵬᶝᵸ  G

 

[Peptide  threshold ] 

Ḣḟḉḑᶍ  (Peptide Identific ation Probabilit y֪ɕ ᵾᶎ FDRᶍḙᴻḃḻḐᶊᶧᶪ     

Ḣḟḉḑᶍ ᶞᵫᶆᵬᶝᵸG ᶎᶷḳ᷉ḲḂḨ LFDR(local False Discovery Rate) ᶝᵾᶎPeptide 

Prophet ᶊᶧᶩ ᵴᶫᶝᵸᴳᵲᵲᶆ ᵶᵾ ᶍ ᶱ ᶪḢḟḉḑᶍᶞᵫᴲḇḻḙ᷄ ᶍ ᶣ

Display  options ᶉᶈᶆ ᵴᶫᶪḢḟḉḑᶍ CƎoverage ᶍ ᶊ ᶮᶫᶝᵸ  G

ᶎᴲ ᶠ ᵴᶫᶅᵣᶪ ᶍ ᴲᴂCust om ᵇɵ ᵸᶪ ᶆḮᴻ᷾ᴻᵫ ᶊ ᶱᵸᶪ

ᵲᶇᵫᶆᵬᶝᵸ CGustom  ᶱ ᵶᵾ PƎrotei n Thres hold ᶍ ᶎ ᶆᵬᶉᵮᶉᶩᶝᵸ  G

 

 

 

 

 

 

 

 

 



46 
 

òCustom óᶆᶎ ·ᶉ ᶱ ᵸᶪ ᵫᶆᵬᶝᵸ  G

 

- Peptide  Probability  ( ᵪᶨ ᶂᶅᵣᶝᵸᵫ᷉ḧ ᶷᶹ᷈ḻɵ ᷄Ḳḋ᷄ ᵶᶅ ᵸ ᵫᶆᵬᶝᵸ) 

-  

- Precursor ᶍ  

- Ḣḟḉḑᶍ ᵴ 

- ᶍ  

- Missed Cleavage  

- ᶽḻḀḻχ ᶨ ᶨᶫᶪḙḱḩᴻ ḇ [ḁ᷈ ᶉʊᶈ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

ᶍ ᶱ ᶞ ᶮᵺᶅ ᵸᶪ ᶡּס ᶆᵸ  G
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3-2-3. The Samples  Table : ḇḻḙ᷄ ᶊ ᵸᶪ ᶍ  

 

Samples Table ᶆᶎ ᷊ḻḟḳᶆ ᵴᶫᵾḇḻḙ᷄ ᶍ ᵫ ᵴᶫᶝᵸ  G

 

 

 

  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

♃fiⱤ◒ ,Accession,Taxonomy 

A 

Gene Ontology  

Ɑⱪ♅♪ ⌂≥ 

♃fiⱤ◒  

♃fiⱤ◒  

Accession   

Gene Ontology  

Biologica l Process 

Gene Ontology  

Cellular Compartment  

Gene Ontology  

Molecula r Function  

⇔ ⇔√ GO 

⌐│ừ╩  

◘ fi ⱪ ꜟ ─   

Ɑⱪ♅♪ ⌂≥╩  

Bio Vi ew  │

MS/MS View   
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Samples View ᶆᶍ ᶎᴲʊ ᶹ᷈ḻᶍ BioSample View / MS Sample V iew Ḥḇḻᶍ ᶩ ᵧᶊᶧ

ᶂᶅ ᶱ ᵸᶪᵲᶇᵫᶆᵬᶝᵸ זּ֩ ֪G  

 

 

 

 

 

 

 

 

Bio Sample View  ᶆᶎᴲ ᶠ ᵴᶫᵾ BioSam ple ∞ᶊḏᴻḇᵫᶝᶇᶠᶨᶫᶝᵸ ╗G MS 

Sample View ᶱ ᶕᶇᴲɕ ᶇᶠᶨᶫᶅᵣᵾ MS Sample ᵫ ᵶᶅ ᵴᶫᶪᶧᵥᶊᶉᶩᶝᵸ זּ֩  ֪
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ᶝᵾᴲ ᶍ ᶱ᷄Ḳḋ᷄ᵸᶪᶇᴲᵼᶍ ᶆᶍ ½ ½ ᶒ ᵧ  ᶊᶅ ᶱ ᶒ ᵧᶪᵲ

ᶇᵫᶆᵬᶝᵸ  G

 

 

 

 

 

 

 

 

 

 

 

 

3-2-4. In formation Panes :ḇḻḙ᷄ ᴴ᷊ ḻḟḳᶊ ᵸᶪ נּ  

 

זּ   ᶊᶎ Samples table ᶇᶎ│ᶉᶪ ᶱ ᵸᶪ Information Pa nesᵫᵡᶩᶝᵸ זּ֩ ֪G 

 ᵪᶨ ᶊᴲPᴂrotein Information pane ᵇAᴂnnot atio n  paneᵇSᴂample Information pan eᵇχ ᶨ

ᵴᶫᶅᵣᶝᵸ  G

 

 

 

Protein  Information  pane  

ᶍזּ Pᴂrotein Information pane ᶆbᶎᴲ ᵶᶅᵣᶪḇḻḙ᷄ ᶊᶃᵣᶅ ḝƎᶶḧḲᴻ S֩caffold ᶆᶎᴲ

MASCOT ᶆᵣᵥ subset ᶇ sameset ᶊ ᵸᶪ ḇ֪ḻḙ᷄ ᶍ ID ᵫ ᶲᶆ ᵴᶫᶝ  н זּ֩   ֪Gᶝ

ᵾ Lᴂookup Accession Number In ᶆb ᶍ᷊ᶹḐɵ ᵶᶅᵪᶨḤḇḻɵ fiᵸᶇᴲ ᷊ Ḑʋᶊᵩᵰ

ᶪᶽḻḐḲᴻ ᶱḞḱᶻ᷾ᶆ ᵴᵺᶪᵲᶇᵫᶆᵬᶝᵸ  G
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Annotation  pane  

 

ᶲ ᶍזּ Gᴂene Ontology pane ᶆbᶎᴲ ᵶᶅᵣᶪḇḻḙ᷄ ᶍ Gene Ontology ᶍ

ᵫ ᵴᶫᶝᵸ זּ֩ ֪G ᶊᶉᶪGOᶊ ᵶᶅ ᵶḈḞḳ᷄Ḳḋ᷄н ᶪᶇ GƎene Ontology ᶍ ᶍ

ḢᴻḀᵫWEB Ḟḱᶻ ᶆ᷾ ᵬᶝᵸ  G

 

 

  Samp le Information pane 

 

ᶎזּ█ SƎample ᶊ ᵸᶪ ᶱ ᵸᶪ Sᴂample  Infor mation pa ne ᶆbᵸ sGamp le table ᶆᴲ

sample (Biosample ᶝᵾᶎ MS Sampl e)ᶍ ᶍּךᵪᶍ ᶱ ᵸᶪᶇ ᵼƎᶍ sample ᶊ ᵸᶪ

ᵫ ᵴᶫᶝᵸ זּ֩ ֪G 

 

 

3-3 . FDR Ḉḋ᷿ḭḤᴻḑHᶿḟ᷿ḯḻᶹḻḀ᷆ᴻḇᴻḱḻḟ 

 

╗ ᶍּזᶊ FƎDR ᶍ ᶊ ᵸᶪ ᶇᴲ ᶊ ᵸᶪᶿḟ᷿ḯḻ

ᶆּךᵫ ᵴᶫᶅᵣᶪᵪᶱ╗ ᶆ ᵸᶪᶹḻḀ᷆ᴻḇᴻ ᵫᶃᵣᶅᵣᶝᵸ █֩ ֪G  

 

 

FDR Ḉḋ᷿ḭḤᴻḑᶊᶎᴲ ᶱ ᵧᶪḇḻḙ᷄ ḁƎḢ᷄Ḑḳ ᶒᶊ
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ᵼᶫᵽᶫᶍḝᶸḳḇᴻ Ḳḻ᷅ ᵫ ᵴᶫᶝᵸ  G

ᶍ ᵫ Decoy ḏᴻḇḡᴻḁᶊ ᵶᶅᶍ ᶡ ᵣ FDRᶍ ᵫᶆᵬᶪ ḈƎḋ᷿ḭḤᴻḑᶍ

ᵫ זּ֩ ᶊ֪ᶉᶩᶝᵸ dGecoyᶍ ᶱᵶᶅᵣᶉᵣ ᴲ זּ֩ █ ᶇ֪ᶉᶩᶝᵸ  G

 

 

 

 

 

 

FDR Ḉḋ᷿ḭḤ ḑᴻᶍּזᶊᵡᶪ ᶃᶍ¹ᶎᴲ ᶍᶿḟ᷿ḯḻ ᶍᶿḻ/ ᶿḝɵ / ᶆ ᵶ

ᶅᵣᶝᵸ זּ֩ ֪G ᶍ ᶎ ᵪᶨ ᶊ∙ּזᶍ ᶆᵸᴳ ᶊ᷀ᴻḅḳɵ ᶮᵺᶪᶇ ᵫ  ᵴᶫ

ᶝᵸ  G

- Show less <5% pro babili ty  

- Show  lower Scoring Matches  

- Show entire protein Cl usters  

- Use Protein Cl uster Analysis  

- Use Indep endent Sample Grouping strategy  

- Scorin g Scheme   (LFDR: , Peptide Pro phet Advan ced : ᶿḴḻḀƎ  

Peptide Prophet: ) 

 

ᶹḻḀ᷆ᴻḇᴻ ᶍ ᶊ᷀ᴻḅḳɵ ᶮᵺᶪ ᶆᴲ ᶱ ᶆ ᵸᶪ ᵫᶆᵬᶝᵸ ᶉGᵩ   

ḲḁḐᶍ ᶍ ᶎ  Ǝ Menu ᶍ View ᶊᶅ ᶱ ᶩ ᵧᶪ ᵫּס ᶆᵸ  G

 

 

3-4 . Pro bability ᶍ  

 

MS Sample ᶒᶊ BioSample ᶍ ḃḳᶊᶃᵣᶅᵣᶪ ᶎ SƎample ᶍ ᶊᵡᶪḇḻḙ᷄

ᶍ (Probab ility )ᶊ ᶄᵣᶅᵣᶝᵸ זּ֩ ֪Gḇḻḙ᷄ ᶍ ᶎ PƎrotein P rophet ᶊᶧᶂᶅ

ᵴᶫᵾ ᶆᵸ  G
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4. Menu ᶍ ᶊᶃᵣᶅ 

 

 ᵲᶍ ᶆᶎ SƎcaffold ᶍḩḓḭᴻ ᶇ ᶆ ᶆᵬᶪ ᶊᶃᵣᶅ ᵶᶅᵣᶝᵸᴳ ᶊ

╗ ᶩ ᵶ ᵼƎᶫ∙ ᶍ ᶆ ᶍ ᶆᶧᶩ ᵶᵣ ᵫ ᶉ ᶊᶃᵣᶅḜḋ᷄ᶷḋḟ  

ᵶᶅᵣᶝᵸ  G

 

4-1. m enu ᶍ    

ḩḓḭᴻ  ᷈Ḧḻḑ 

File  

 

 

NHew  - ḝᶶ ḳʋ ᶻᶸ᷾ᴻḑɵ ᵶɕ ᵸᴳ ᶎ 2 MᴂASCOT

וֹ ᶩ ᶞᵇɵ ᵳ ᵮᵿᵴᵣ  G

OHpen  - Scaffold ᶍḝᶶᶹḳ.֩sf3֪ɵ ᵬᶝᵸ  G

MHerge  ð Scaffold ᶆ  .sf3 ḝᶶᶹḳɵ ᵶᶝᵸᴳ ᶎ

4ᴂ -3 .sf3 ḝᶶᶹḳᶍ (merge)ᵇɵ ᵳ ᵮᵿᵴᵣ  G

CHlose  - ᵣᶅᵣᶪ sf3 ḝᶶᶹḳɵ ᵷᶝ  н

SHave  - ᵣᶅᵣᶪ sf3 ḝᶶ ḳʋᶱ ᵶɕ  н

SHave As  - ᵣᶅᵣ  ᶅ sf3 ḝᶶᶹḳɵ ᶆ ᵶɕ ᵸ  G

SHave Condensed  Data  - ᵣᶅᵣᶪ sf3 ḝᶶᶹḳɵ ᴲ   

ᶱ ᵶᶉᵫᶨ ᵶɕ ᵸᴳ ᶎ 4ᴂ -4 .ḏᴻḇ᷊ᶹḂ  ╥ᵬ

ᵇɵ ᵳ ᵮᵿᵴᵣ  G

PHrint  ð ᵣᶅᵣ  ᶅ view ᶱ╠ ᵶɕ ᵸ  G

PHri nt  Previ ew ð ╠ ᶍ preview  ᶱ ᵶɕ ᵸ  G

EHxit ð Scaffold ᶱ ᵶᶝᵸ  G

Edit  

 

 

CHopy  ð ᶊ ᵣᶅᵣᶪ view ᶍḏᴻḇɵ ᵼᶍᶝᶝ᷄ḲḋḟḤ

ᴻḑᶊ᷈Ḝᴻ ᵶɕ ᵸ ḇGḞ ᶩᶍḏᴻḇᶇᶉᶩᶝᵸ  G

FHind  ð ᶍḈᶹ ḵʊ᷅ᶱ ᵬ view ᵪᶨ ᶱ ᵶɕ ᵸ  G

EHdit F ASTA Dat abase  - FASTAḏᴻḇḡᴻ ḁᶱ ᵶᶝᵸᴳנּ

ᶎ 2ᴂ -4 . ḏᴻḇḡᴻḁᶍ ᵇɵ ᵳ ᵮᵿᵴᵣ  G

EHdit Pep ti de Thresho ld - Ḣḟḉḑᶍ ᶱ ᵶᶝᵸᴳ ᶎ

3ᴂ -2-2 . Filter ing Samples ᵇ ᶍ Peptide Thresh old ᶱᵳ ᵮ

ᵿᵴᵣ  G

EHdit Annotation  Options ðGO ᶊ ᵸᶪ ᶱ ᵬᶝᵸᴳ

ᶎ 4ᴂ-5 .GO ᶍ ᵇɵ ᵳ ᵮᵿᵴᵣ  G

BHulk Operation  ð [Samples v iew ᶍᶞ] ᶱᶝᶇᶠᶅ

ᵶᶝᵸ  G

PHre ferenc es ð Scaffold ᶍ ᴳ ᶎ 4ᴂ -6 .Preferences

ᵇɵ ᵳ ᵮᵿᵴᵣ  G

AHdva nced Preferences  ð Scaffold ᶍ ᴳ ᶎ

4ᴂ -7 .Advanced Prefere ncesᵇɵ ᵳ ᵮᵿᵴᵣ  G
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ḩḓḭ  ᴻ ᷈Ḧḻḑ 

View  

 

 

NHavigation Pa ne  ð View ᶩ ᵧḙḕḳ( ) /   

SHwitch Sample View  ð BioSam ple / MS  Sample   

SHwitch Displa y Options  ð Dis play Options ᶱ ᴳ ᶎ

3ᴂ -2-1 .Display option sᵇɵ ᵳ ᵮᵿᵴᵣ  G

SHhow  Entire Protein Clusters ð ḇḻḙ᷄ ᶍ᷄ḱḁḇᴻ ᶊ  

ᶝᶫᶪ PƎrotein probab ility ᵫ ᶍḩḻḘᴻזּ∙        ḇ

ḻḙ᷄ ᶊᶃᵣᶅ /  ᵸᶪᵪᶍ  

SHhow Lower Scoring Matches  -Protein prob ability ᵫ    

ᶍזּ∙ ᶊ display option ᶆ ᶠᶨᶫᵾ ᶱ ᷊ḻḟḳ

ᶍḃḳᶊ /  ᵸᶪᵪᶍ  

SHhow  < 5% Proba bili ti es ð Peptide  Probab ility ᶍᶇᶅ  ɟ   

ᵣḢḟḉḑᶊᶃᵣᶅ /  ᵸᶪᵪᶍ  

SHhow Sample Notes  ð Samples זּ ᶍ Iᴂnformation paneᵇ

ᶊᶃᵣᶅ /  ᵸᶪᵪᶍ  

SHhow Hi dden Annotations  ð Hidden ᶇ ᵶᵾḇḻḙ᷄ ᶍ

/  ᵸᶪᵪᶍ  

NHavigate  ð ᶊḇḞᵫᵡᶪ view ᶍ pane ᶊᶃᵣᶅᴲ ḇ

Ḟᶱ  

 

Experiment  

 

 

 

 

 

 

 

 

 

 

 

EHdit Experi me nt  ð ᶍ MS Sample( experiment )ᶊ   ᶃ

ᵣᶅᴲ ᶉᶈᶱ ᵸᶪḈᶹᶷḵ ᵫ᷅ ᶫᶝ  н

EHdit BioSample  ð ᶍ BioSample ᶍ ᴳᴂLoad Dataᵇ

viewąsample ḇḞ █᷄Ḳḋ᷄ ą Eᴂdit BioSample ᶇb ᵷ  

Ḉ֩ᶹ ḵʊ᷅  ֪

AHdd BioSamp le  ð BioSample ᶱ ᴳᴂLoad Dataנּ vbiewą Aᴂdd 

BioSample ᶇb ᵷ Ḉ֩ᶹᶷḵ᷅  ֪

DHelete BioSam ple  ð BioS ample ᶱ ᴳᴂLoad Data vbiewą

BioSampl eᶍḇḞ █᷄Ḳḋ ą᷄ Dᴂelete BioSample ᶇb ᵷ

Ḉ֩ᶹᶷḵ᷅  ֪

QHueue Files For Load ing  ð Experiment ᶱ ᴳᴂLoad Dataנּ ᵇ

viewą Qᴂueue Files F or Loading ᶇb ᵷ Ḉ֩ᶹᶷḵ᷅  ֪

QHueue Files Fro m Mascot Server For Loadin g ð ᶃ ᶍ  

Qᴂueue Files for Loading ᵇ᷈ Ḧḻḑᶇ ᶅᵣᶝᵸᵫ dƎat ḝᶶᶹḳɵ

MASCOT Serve r ᶍḵ᷅ᵪᶨ ᵶḕḋḐḷᴻ᷄ ᶆ  G

QHueue Stru ctured Directories For Loading  ð 2 ᶃ ᶍ

Qᴂueue Files for Loadi ng ᶇb ᶅᵣᶝᵸᵫᴲ ᵫḝᶶᶹḳᶆᶉ

ᵮḝᶾḳḈ ᶍḝᶶʋ ḳ ᶆᵡᶪ ᶊ ᴳᴂ Load Dat a  b viewą

Qᴂueue Structured Directories ᶇb ᵷ Ḉ֩ᶹᶷḵ᷅  ֪
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ḩḓḭᴻ  ᷈Ḧḻḑ 

Exp eriment  ᵬ 

 

AHpply New Database  ð ḏᴻḇḡᴻḁᶍ ᴳנּ ᵶᵮᶎ   2ᴂ-4 .

ḏᴻḇḡᴻḁᶍ ᵇɵ ᵶᶅᵮᵿᵴᵣ  G

EHxtract Alternate IDs  ð ᶍ Aᴂccession ᶇbᶎ ᶊ   ᶠ

ᶨᶫᵾ ID ᶊ ᵸᶪ PGathway ᶉᶈ ḏᴻḇḡᴻḁᶇᶍ ᶍ

ᶊ ᵸᶪ ID ᶍ ᵬ ᵶḳᴻḳᶱ ᵶɕ ᵸ  G

AHpply  Protein Annotation Preferences  - ḇḻḙ᷄    ᷅

ḳᴻḟᶍ ᶆ ᶈƎᶍḇḻḙ᷄ ᶱ ᶇᵶᶅ ᵶ ᵸᶪᵪᶊ ᵸ

ᶪ ᴳ ᶆ ᵶɕ ᵸ  G

LHoad  and Analyze Que ue  - Lᴂoad Data Vbiew ᶊᶅExperiment 

ᶇ BioSample ᶍ ᶄᵰᵫ ᵶᶅᵣᶪᶡᶍᶍ EƎxperiment ᶍ  

ᶩ ᶞᵫ ᶉ ᶍ ᴲ ᶩ ᶞᶱ ᵶᶝᵸ  G

RHeset  Peptid e Val idation  ð ᶊ Proteins Vi ew ᶆᴲ ᶆ  

ᵶᵾ peptide valid ḉᶼḋ᷄֩ Ḣḟḉḑᶇᵶᶅ ᵸᶪ/  ᵶᶉ

ᵣ ᶍ ᶩ ᵧ֪ɵ ḲḃḋḐᵶᶝᵸ  G

AHdd or Edit Annotations  ð GOᶝᵾᶎ Pathway ᶍ ᶊ

ᵸᶪ ᶱ ᵣᶝᵸᴳ ᵶᵮᶎ 4ᴂ-5. GO ᶍ ᵇƎ ᶒᶊ 4ᴂ-8. 

Pathway ᶍ ᵇɵ ᵳ ᵮᵿᵴᵣ  G

QHuantitative  Anal ysis ð ֩ ֪ɵ ᵣᶝᵸᴳ ᶎ 11

ᶍᵆ ᶇ ᵇɵ ᵳ ᵮᵿᵴᵣ  G

 

Export  

 

 

SHubset Database  ð ֹוᶊ ᶅᵬᵾḇḻḙ᷄ ᶍᵥᶀ ᶍ

ᶱ ᵾᵸḇḻḙ᷄ ᶍᶞᶱ fasta ḝᶾ ḦᴻḋḐᶆ ᵶɕ ᵸ  G

SHpect ra ð ᶍ ᶱ ᵾ  нḜᴻ᷄ḲḁḐɵ ᵶᶝᵸ  G

BHLI B ð blib ḝᶾᴻḦḋḐᶆ ᶍוֹ ᵪḜᴻ᷄ḲḁḐɵ ᵶᶝ

ᵸ sGkyline ᶣ Scaffold  DIA ᶉᶈᶆᶆ סּ ᶆᵸ  G

PHro t XML  ð prot XML ḝᶾᴻḦḋḐᶆ ᶱוֹ ᵶᶝ  н

mH zIdentML  ð mzIdentML ḝᶾᴻḦḋḐᶆ ᶱוֹ ᵶɕ  н

SHFDB   ð Scaffold PerSPECtives ֩  ֪ḝᶾᴻḦḋḐᶆḝᶶᶹḳɵ

ᵶᶝᵸ  G

SHcaff old  Batch  /  

SHcaf fold Batch Archive  

 ᶇᶡᶊ Scaffold Batch( )ᶆ ᵸᶪḝᶾᴻḦḋḐḝᶶʋ ḳɵ

ᵶᶝᵸ  G

 

[ ᶊ ᵮ] 
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ḩḓḭᴻ  ᷈Ḧḻḑ 

Export  ᵬ 

  

∙ ᶎ Excel ᶆ ᵮ ᵫᶆᵬᶪCSVḝᶾᴻḦḋḐᶆᶍ ᶆ  н

 

PHubl ication Report  ð Publish view ᶆ ᵴᶫᶪ ᶇ ᵷ

SHampl es Reports  ð Samples view ᶆ ᵴᶫᶪ ᶇ ᵷ

ᶆ ᵶɕ ᵸᴳ ᶊᴲ ᵸᶪ ᶱ Displ ay opt ion ᵪᶨ

ᶆᵬᶪᶚᵪ sƎameset/subset ᶍḇḻḙ᷄ ᶡ ᵺᶅ ᵸᶪᵪᶱ

ᶕᵲᶇᵫᶆᵬᶝᵸ  G

SHpectrum Reports  ð ֹוᶱḁḢ᷄Ḑḳ ∞ᶆ ᵶᶝᵸᴳ

Spectrum ᶍ ᶱᵼᶍᶝᶝ ᵸᶪᵪᴲ ᶱ ᵸᶪᵪ ᶕ

ᵲᶇᵫᶆᵬᶝᵸ  G

PHeptide Reports  ð ֹוᶱḢḟḉḑ ∞ᶆ ᵶᶝᵸᴳ

Prot ein View ᶍ Peptide pane ᶍḏᴻḇ╗ ᶊ ᵶᶝᵸ  G

PHrotein Repor ts  ð ֹוᶱḇḻḙ᷄ ∞ᶆ PGrotein  

View ᶍ Protein pane ᶍḏᴻḇ╗  ᶊ ᵶɕ ᵸ  G

PHSEA-Quant  Report  ð PSEA-Quant ( ḇḻḙ᷄ ᶊᶃᵣ

ᶅ ᶍ᷅ḳᴻḟּטᶱ ᵥ )ᶍḴḥᴻḐɵ ᵶɕ ᵸ  G  

CHurrent View  ð ᶞᶅᵣ  ᶅ View ᶍ ᶱ ó֩View ᶊᶧ

ᶂᶅᶎ ᶆᵬᶝᵺᶲ  ֪

CHom ple te  - ·ᶉ ḏᴻḇɵ ᶝᶇᶠᶅḝ ḳʒḈᶊ ᵶᶝᵸ  G

- sampl e ᶍ display option ᶱ ᵧᵾḙḇᴻḻᶆ  

- ḇḻḙ᷄ ᶊ Peptide  Report ᶇ ᶍ ᵫ  

 

Quant  

 

 

֩ᴂQ+ᵇɕ ᵾᶎ Qᴂ+S ḪbḀḭᴻḳ ᶆ ḏᴻḇɵ ᶞ ᶞ ᶍᶞ

סּ  ֪

 

LHaunch Q+ Quant i tation Browser  ð Q+ḪḀḭᴻḳɵ  

EHdit  Quantitative Method / P urity Corr ection  ð ᶊ

ᵸᶪ ᶍ ᶊ ᵸᶪ  

 

Window  

 

EHmphasize  ð ᶍ viewᵫ ᶍ panelᵪᶨ ᵴᶫᶪ ᴲ

ᵬᵮ ᵶᵾᵣ￼ ᶱ emphasiz eᶆ ᵶᶅᵮᵿᵴᵣ  G

 

vH iew  - view ᶇ ᵷ ᶱ ᵸᶪ ᶆ View ᶍ ᶩ ᵧ

ᵫᶆᵬᶝᵸᴳ Nᴂavigati on pane ᶆb View ᶍḙḕḳᶱ᷄Ḳ

ḋ᷄ᵸᶪᶍᶇ ᵷᶆᵸᴳ֩ ᵴᶫᶅᵣᶪ᷿ḯᴻḐ᷀ḋḐ᷂ᴻᶆᶡ ᶱ

ᶩ ᵧᶪ ᵫᶆᵬᶝᵸᴳ֪ 
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ḩḓḭᴻ  ᷈Ḧḻḑ 

Help  

 

 

HHelp on C ur ren t View ð ᵣᶅᵣᶪ view ᶊ ᵶᶅ online 

help ᵫ ᵬᶝᵸ  G

ɵ Help Conte nts  ð online help ᵫ ᵬᶝᵸ  G

ɵ Scaff old Us erõs Guide  ð PDF ᶍ Scaffold Ḧḓḭᶷḳᵫ ᵬᶝ

ᵸ  G

SHcaffold Q+ User õs Guide  ð PDFᶍ Scaffold Q+ Ḧḓḭᶷḳᵫ

ᵬᶝᵸ  G

OHpen Demo Files - ᶠ ᵴᶫᶅᵣᶪ demo ḝᶶᶹḳɵ ᵮ ᵫ

ᶆᵬᶝᵸ  G

SHcaffold FAQs/Res our ce Ce nter  ð Proteome Softw are ᶍ᷊

ᶹḐᶊᵡᶪ FAQᶣ tutorial ᶍ Resource ᶊᶷ᷄ḃḁᶆᵬᶝᵸ  G

SHhow L og Files  ð errorlo g, output log ᵫ ᵴᶫᶅᵣᶪḝᶾḳ

Ḉᶱ ᵬᶝᵸ  G

RHeferencing Scaffold  ð Scaffold ᶍ reference ( )ᶊ ᵸ

ᶪ ᶊᶷ᷄ḃḁᶆᵬᶝᵸ  G

UHpgrade License Key  ð license ᶱ ᶆᵬᶝᵸ  G

AHbout Scaffold  ð Scaffold ᶍḘᴻḀḯḻɥ ᴲ᷈ Ḝᴻḱ Ḑʋᶊ ᵸᶪ

ᶉᶈᶊᶷ᷄ḃḁᶆᵬᶝᵸ  G

 

IdentityE  

 

 

QHuantita ti on Opt ions  ð identityE ᶊ ᵸᶪᶿḟ᷿ḯḻᶱ  

EHxport IdentityE report  ð IdentityE ᶍḴḥᴻḐ ᴲ

Ḣḟḉḑ ᶍḇḞ ᶩḏᴻḇɵ ᵶɕ ᵸ  G

 

 

4-2. ḝᶶᶹḳ ḝHᶶᶹḳᶱ ᵮ   

 

File -> Save ֩ ᶎ Ctrl ᷂  ᴻ + S֪ᶆḝᶶᶹḳᶱ ᶆᵬᶝᵸSGcaffold ḝᶶʋ ḳᶍ ᶎ sᴂf3ᵇᶆᵸ G
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OSᵫ ᶍ ḝᶶᶹḳᶆᵬᶪᵿᵰḏḁ᷄Ḑḋḟ ᶆᶉᵮᶍ ᶊ ᵮᶧv ᶊᵶᶅᵮᵿᵴr  G

ᵶᵾḝᶶᶹḳᶱ ᵮᶊᶎ FƎile  -> Open (Ctrl + O) ᶇᵶᶝᵸᴳ ḘᴻḀḯḻᶍḝᶶᶹḳ֩ sfd֪  ɵ

ᵮ ᴲḝᶾᴻḦḋḐ ᶍ ᵫ ᶪᶍᶆ ᵫᵪᵪᶩᶝᵸᴳᵳ ≥ᵮᵿᵴᵣᴳ 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

4-3. sf3 ḝᶶᶹḳᶍ  (File ->merge )  

 ·ᶊ ᵴᶫᵾ  sf3 ḝᶶ ḳʋᶱ SƎcaffold   

ᶆ ᵸᶪ ᵫᶆᵬᶝᵸ  G

ᵸᶪ ᶎᶝᵹ╗ ᶍ sf3 ḝᶶᶹḳɵ Scaffo ld 

ᶆ ᵬᶝᵸ FGil e -> merge ᶇᵸᶪᶇḝᶶᶹḳ 

ᶊᶉᶪᶍᶆᴲɟ ᵥ╗ ᶍ sf3  ḝᶶᶹḳɵ

ᵶᶝᵸᴳн ᶪᶇ█ ᶍᶧᵥᶉ Merge ᶍḈᶹ

ᶷḵ ᵫ᷅ ᶫᶝᵸ ḈGᶹᶷḵ ᶍ᷅ Mᴂerge Ḥbḇḻɵ

fiᵸᶇḝᶶᶹḳᶍ ᵫ   ᶮᶫᶝᵸ  G

 

 

ᶉᵩ MƎerge ᶍ ᴲн ᶉᶮᶀḏᴻḇχ ᶨ╗ ᶍḏᴻḇɵ ᵸᶪᶍᶎ Lᴂoad Da ta vbiew ᵪᶨ ᵣᶝᵸᴳ

ᶎ 5ᴂ -3 .BioSample tab ᶇ Load and Analyze Queue button ᵇɵ ᵳ ᵮᵿᵴᵣ  G
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4-4. sf3 ḝᶶᶹḳᶍḏᴻḇ᷊ᶹḂᶱ ᵸᶪ   

 

Scaffo ld ᶆ ᶞ ᶟ dat ḝᶶ ḳʋᶍ᷊ᶹḂᵫ ᵬᵮ ᵫ ᵮᶉᶂᵾᶩᶆᵬᶉᵮᶉᶪ sƎf3 ḝᶶᶹḳ

ᵫ ᶊ ᶂᶅᵣᶪMS/M S ᶍḁḢ᷄Ḑḳḏᴻḇᶱ ᶅƎ sf3 ḝᶶᶹḳ ᶍ᷊ᶹḂᶱ ᵴᵮн ᶪ ᶆ

ᶆᵬᶝᵸ  G

 ᵲᵲᶆ ᵸᶪ ᶆḝᶶᶹḳᶱ ᵸᶪᶇ ḏƎᴻḇᵫ ᶊ ᶅᶨᶫᶅᵶᶝᵣ ᶍ ᶊ ᵸ ᵫ

ᶆᵬᶝᵺᶲᴳ ᵸ ᶉᶈᶎ ᵹḝᶶʋ ḳᶍḘḋ᷄ᶷḋḟᶱ ᶂᶅᵪʝ ᶂᶅᵮᵿᵴᵣG  

 

Fil e -> Save condensed da ta ᶇ ᵸᶪᶇᴲ ᶍḈᶹᶷḵ᷅ ᵫ ᶫᶝᵸ זּ֩ ֪G 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

ᶍ ᶎ∙ּזᶍ ᶩᶆᵸ ᶉGᵩᴲ Fᴂrozen ᶇbᶃᵣᶅᵣᶪᶡᶍᶎ ᶃƎᵣᶅᵣᶉᵣᶡᶍᶊּנᵧᶅ     

ḝᶶᶹḳ ᶱ ᶆ⅓ ᵶᶅᵩᶩ ḝƎᶶᶹḳ᷊ᶹḂᶎᶧᶩ ᵴᵮᶉᶩᶝᵸᵫ ᶎ ᵮᶉᶩᶝᵸ  G

 

SHave Onl y Identified Spect ra  

SHave Frozen Identified Spectra  

  ᶱ ᵧᶪḁ᷈ᶷɵ ᶃḏᴻḇᶍᶞḁḢ᷄Ḑḳḏᴻḇɵ ᵶ ᶩᶍḏᴻḇᶎ ᵶɕ ᵸ  G

 

SHave Witho ut  Any S pectra  

SHave Froze n Without Any  Spectra  

ᶱ ᵧᶪᶡᶍᶡ ᶠᴲн ᶘᶅᶍḁḢ᷄Ḑḳḏᴻḇɵ ᵶᶝᵸᴳ Ḣḟḉḑᶍ ᶣ  ḁ᷈ᶷ

ᶊ ᵸᶪ ᶎ ᶩᶝᵸ  G

 

SHave MC P Required Spectra  

SHave Fr ozen MC P Required Spectra  

MCPᶆ ᵫ ᶠᶨᶫᶪ ᶊ ᶄᵣᵾᶡᶍᶆᴲ ᶊᶎ Only Identified Sp ectra ᶇ ᵷᶆᵸ  G
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 ᶊᶧᶩḝᶶᶹḳ᷊ᶹḂᵫ ᵶᶝᵸᴳ ↨ᶇᵶᶅᴲᴂOnly Identified Spectra ᵫb ḏᴻḇᶍ 50%ᴲ

Wᴂit hout  Any Spec tra ᵫb ḏᴻḇᶍ 90%ᶱ ᵶᶝᵸᴳɕ ᵾ Frozen ᶍ⅓ ᶆᶎ 1/2  1/3 ᶇ

ᶉᶩᶝᵸ  G

ᵡᶪ ᶆᶎ∙ּזᶍᶧᵥᶊḝᶶᶹḳ᷊ᶹḂᵫ ᵴᶫᶝᵸ  G

 

 ḝᶶʋ ḳ᷊ ᶹḂ 

ᶍḏᴻḇ 1,337,646 K B 

Only Identified Spectra  457,16 7 KB  

With out any spectra  79,657 KB  

Save MCP Requ ired Spectr a 457,1 34 KB  

Frozen Save only Identifi ed 

Spectra  

212,247 KB  

Frozen Without An y Spectra  36,271 KB  

 

4-5. GOᶍ   

 

Scaffold ᶍ Samples ᶻᶸḻḑᶻᶆGene Ontology ᶍ ᶱ ᵴᵺᶪ ᵫᶆᵬᶝᵸ GGene 

Ontology ᶍ ᶎ NCBI ᵪᶨ ᵸᶪᵲᶇᵫᶆᵬᶪᶚᵪ EƎBI ᶊᶅ ᵴᶫᶅᵣᶪ Gene Ontolog y 

Annotation D atabase ḝᶶᶹḳɵ Scaffold ᵫᶹḻḁḐᴻḳᵴᶫᶅᵣ PᶅCᶊḈᶻḻḵᴻḑᵶᴲᵼᶍ ḝᶶᶹ

ḳᵪᶨ ᵸᶪ ᶡᵡᶩᶝᵸ ḵGᴻ᷀ḳᶍḝᶶᶹḳɵ ᵣᶂᵾᶲḃḋḐн ᶪᶇᴲʋ ḻḇᴻḕḋḐᶱ ᵶᵾ

ᶧᶩ ᶆ ᶱ ᶆᵬᶪᶚᵪᴲᶹḻḇᴻḕḋḐ ᵫᶉᵣ½ ᵫ ᵣ ᶆᶡ ᶉᵮ

ᶆᵬᶝᵸG ∙ ᴲᴂGOAḝᶶᶹḳᶍḃḋḐbᵆ ᵸᶪGOᶍ ᵇᴂGO ᶱ ᴲ ᵸᶪ ᶊbᶃᵣᶅ

ᵳ∏ ᵶᶝᵸ  G

 

 

4-5-1. GOA ḝᶶᶹḳᶍḃḋḐ 

 

Gene Ontolo gy Ann otatio n Data base ᶱ Scaffold ᶊḃḋḐᵸᶪ ᶊᶃᵣᶅ ᵶᶝᵸᴳ ᶎ GO

ᶍḝᶶᶹḳᵫ ᶆ ᶆᵬᶪ ᶇᴲ ᶱ ᶞᵾ ᶨᵪᶍךּוֹ ᶆ ᵫ ᵶᶉᵣ ᶊḝ

ᶶᶹḳᶱ ᵶᶅḃḋḐᵸᶅ ᶍ 2 ᶱᵳ∏ ᵣᵾᵶᶝᵸ  G

 

 

 

 

[ ᶊ ᵬᶝ ]н 
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[ḝᶶᶹḳ ᶱ ᶆ ᵥ ] 

 

Edit -> Eᴂd it Annotation  Options  b -> GᴂO Annota tion Database ᵇᶊᶅᴂAdd Ḥbḇḻɵ fiᵶᶝᵸᴳ

ᶫᶪḈᶹᶷḵ ᶍ᷅ Sᴂourceᵇ ᶆ ᶍ ᶱ ᵶƎ Aᴂdd Ḥbḇḻᶱfiᵶɕ ᵸᴳּ֩ז  ֪

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

2₈GO Annotati on Databa ses₉♃Ⱪ ─⁸

₈Add₉╩◒ꜞ♇◒⇔╕∆⁹ 

3. Source≢ GO ╩ ↕∑√™ ╩ ⇔⁸

₈Add₉Ⱳ♃fi╩ ⇔╕∆⁹ ⁸ⱨ□▬ꜟ─♄►fi  

⁸♪כ꜡ ⁸Scafold ⱨ□▬ꜟⱨ◊כⱴ♇♩┼─ 

⁸⅜ ⌐ ╦╣╕∆⁹ 

₈All  Prot eomes₉─ ⁸∆═≡─ ⌐   

⇔╕∆⅜ⱨ□▬ꜟ◘▬☼⅜ ⅝ↄ ⌐╙ ⅜   

⅛⅛╡╕∆─≢↔ ↄ∞↕™⁹ 

1.Edit -> Edit Annotation  Options 

╩ ┘╕∆⁹ 
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[ḝᶶʋ ḳɵ ᵶᶅḃḋḐᵸᶪ ] 

 

ᶍ [ḝᶶᶹḳ ᶱ ᶆ ᵥ ] ᶊᶅ ḝƎᶶʋ ḳ ᵫ╗ ᶊ ᶮᶨᶉᵪᶂᵾᶉᶈּךᶨᵪᶍ

ᶆ ᵶᶉᵪᶂᵾ ᴲḝʉᶹḳ ᶱ ᶂᶅᵼᶍḝᶶʋḳᶱ ᶞ ᶟᵲᶇᶆ ᶱ ᶆᵬ

ᶪᵲᶇᵫᵡᶩᶝᵸ  G

Edit -> Eᴂdit  GO Term Options  b -> GᴂO Annotation Database ᵇᶊᶅ ᶍ ᶱ ᵶƎ

Aᴂdd Ḥbḇḻᶱfiᵶɕ ᵸ זּ֩ ֪G 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

2₈GO Annotation Databa ses₉♃Ⱪ ─⁸

₈Add₉╩◒ꜞ♇◒⇔╕∆⁹ 

1.Edit -> Edit Annotation  Options 

╩ ┘╕∆⁹ 

3. Source≢₈Other  File₉╩ ⇔╕∆⁹ⱨ□▬ꜟ

♄▬▪꜡◓⅜ ╣╢─≢ ⱨ□▬ꜟ╩ ⇔⁸₈

ↄ₉╩ ∆≤ GOA ⱨ□▬ꜟ⅜ ↕╣╕∆⁹ 
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4-5-2. ᵸᶪGO ᶍ  

 

GOᶎ Bᴂiolo gical pr ocessᵇCᴂellular component ᵇMᴂolecular function ᶍb ᶃᶊᶃᵣᶅ ᵼƎᶫᵽᶫ

ᶆ ᵴᶫᶅᵣᶝᵸ SGcaffold ᶆᶎGO ᶱ ᵴᵺᶪᵲᶇᵫᶆᵬᶝᵸᵫ ᶈƎᶍ ᶍᶈᶍ

ᶊᶃᵣᶅ ᵸᶪᵪᶎ∙ּז 2 ᶃᶍ ᵫᵡᶩᶝᵸ  G

- PSEA-Quant ᶱ ᵶ ᶨᶫᵾ Gene Ontolo gy  ᶱ  

- ᶆ  

 

ᵲᵲᶆᶎ ᶊ ᵸᶪ ᶱᵳ∏ ᵶɕ ᵸ  G

 

[ ᶍ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

1.Experiment  -> Add or Edit 

Annotations  ╩ ┘╕∆⁹ 

2.Annotation Source ≢ GO Terms 

╩ ⇔╕∆⁹ ↑≡⁸GO ─

╩ ⇔╕∆ ( ⅝╕∆) 
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[a.Automatically select  with a PSEA -Quant analysis ᶱ ᵸᶪ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

3a.₈Automatically select with a 

PSEA-Quant analys is₉╩ ⇔⁸

₈OK₉Ⱳ♃fi╩ ⇔╕∆ 

4a. ⌐⁸ ⌐ ⌂ GO ◓ꜟ

╩ⱪכ ∆╢  ₈ PSEA-Quant 

analys is₉ ⌐ ∆╢Ɽꜝⱷכ♃╩

⇔╕∆⁹ ⁸₈Apply₉Ⱳ♃fi

╩ ∆≤ ⅜ ↕╣⁸ ⌐ ╦

∑√ GO ⅜ ↕╣╕∆⁹ 

 

↓─ⱪ꜡◓ꜝⱶ│ ≤─

┘≈↑╢ ≢ ↕╣√╙─≢

∆⁹ ─ ≢╙ Quantitati ve 

Value ≤ ┘ ↑√ Report ⌐ 

∆╢○ⱪ◦ꜛfi╩ ∆╢ ⅜  

╕∆⁹ 
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[b.Manua l  Select ᶱ ᵸᶪ : ᶱ ᶣᵸ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

4b. ─ GO ≢ ⅎ√™ ╩

╩ ⇔⌂⅜╠ ⇔ ⇔⁸ ⇔√ ≢

₈Add₉Ⱳ♃fi╩ ⇔╕∆⁹ 

3b.₈Manually select ₉╩ ⇔⁸

₈OK₉Ⱳ♃fi╩ ⇔╕∆ 
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[Manual  Select ᶱ ᵸᶪ : ᶱ ᶨᵸ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

5b. ─ ꜞ☻♩⌐ ⅜ ╦╡╕∆⁹ 

6b. ─GO ≢ ⇔√™ ╩ ⇔

₈Remove₉Ⱳ♃fi╩ ⇔╕∆⁹ 

7b. ─ ꜞ☻♩⅛╠ ⅜ ↕╣╕∆⁹ 
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4-6. Preferences ᶍ   

 

Scaffold ᶊ ᵸᶪ ᵫ ᶝᶂᶅᵣᶪ Pᴂreference s Ḉbᶹʊ ḵ᷅ᶎ ḩƎḓḭᴻ ᶍ    Eᴂdit ąb

Pᴂreferen ces ᶇb ᵸᶪ ᶆ ᵮ ᵫᶆᵬᶝᵸ PGreferences Ḉᶹ ḵʊ᷅ᶊᶎ ∙Ǝּזᶍ ᶃᶍḇḞᵪᶨ

ᵴᶫᶅᵣᶝᵸ  G

Iᴂnter netᵇMᴂemory ᵇPᴂrocesors ᵇWᴂeb Link ᵇMᴂascot Se rver ᵇDᴂisplay S ettings ᵇPᴂasswor dᵇ

Pᴂaths Settings ᵇᴂMZID  b

 

 

ᴲזּ∙ ḇḞᶆ ᶆᵬᶪᵲᶇᶊᶃᵣᶅ ᵶᶅ

ᵣᶝᵸ  G

 

 

Ɵ Internet  

Internet ᵸᶪ/ ᵶᶉᵣ PƎroxy ᷊ᴻḘᴻᶍ  

ᶱ ᵥ ᵫᶆᵬᶝᵸ █֩ ֪G 

 

 

Ɵ Memory  

Scaffold ᶆ ᵸᶪ ᵫᶆᵬᶪ Memory ᶍ ᶱ ᵸᶪ ᵫᶆᵬᶝᵸ SGcaffold ᶍ ᵫ ᵣ ᴲ

ᶱ ᵱᶪ ᶆ ᵴᶫᶪ ᵫᵡᶩᶝᵸᴳ ᶍ ᶱ ☿ᵴᵺᶪᵾᶠᶊᶎ SƎcaffold    ḅḝ

Ḑᶻᶼ ᶍʊ ᶱ ᵥ ᵫᵡᶩᶝᵸ  G

 

Ɵ Processors  

 Scaffold ᶆ ᵸᶪ᷈ᶷ ᶱ ᵸᶪ ᵫᶆᵬᶝᵸ ᵾGᵿᵶ Scaffold ᶎ סּ ᶉḁḴḋḑ ᶎ

ᶆ ᵼƎᶫ∙ ᶍ ᶎ X!Tandem ᶍ ᶊᶍᶞ ᶆᵸ  G

 

Ɵ Web Link  

Samples View ᶍ זּ PƎrotein Informat ion  

זּ֩ █Ǝ ᶆ֪ ᵴᶫᶪḇḻḙ᷄ ḏᴻḇḡᴻḁ 

ᶗᶍḲḻ ᶊ᷄ ᵸᶪ ᵫᶆᵬᶝᵸ  G
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Ɵ Mascot Server  

logḝᶶᶹḳɵ ᵸᶪMASCOT Server ᶊ  

ᵸᶪ ᶱ ᵥ ᵫᶆᵬᶝᵸ  G

 

Ɵ Displ ay Sett ings  

 ᶆᵬᶪ View ᶱ ᵸᶪ ᵫᶆᵬᶝᵸ █֩ ֪G

ḉᶼḋ᷄ɵ ᵸᶇ ᶍ Navigati on pane ᵪᶨ

ᵧ ᵴƎᶨᶊ menu ᶍ Wind ow ᶆᶡ ᵸᶪ ᵫ

ᶆᵬᶉᵮᶉᶩᶝᵸ  G

ᶝᵾḏᴻḇ ᶩ ᶞᶣḝᶶᶹḳθ ᴻḟḻ ᶊ ᶊ

ᵮView ᶊ ᵸᶪ ᶡ ᵥ ᵫᶆᵬᶝᵸ  G

 

 

ý Password  

ḝᶶᶹḳ ∞ᶆ ᶊḙḁḷᴻḑɵ ᵶ ḙƎ

ḁḷᴻḑɵ ᵶᶉᵣᶇ ᶃᵪᶍ ᵫᶆᵬᶉᵣ

ᶧᵥᶊᵶᶝᵸ █֩ ֪G ᶊ ᵸᶪ ᶊ ᶃᵣ

ᶅᶍ ᶎ∙ּזᶍ ᶩᶆᵸ  G

 

- Use Password  

ḙḁḷᴻḑ ᶍ ON/OFF ᴲ ᶒᶊḙḁḷ

ᴻḑɵ ᵶɕ ᵸ  G

- Prote ct Exporting S pectra  

ḁḢ᷄Ḑḳɵ ᵸᶪ ḙḁḷᴻḑɵ ᵶ

ᶝᵸ  G

- Protect Rese tting Thr eshold s 

Thres hold ᶱ ᵸᶪ ḙḁḷ ḑᴻɵ ᵶɕ ᵸ  G

- Protect Changing Display Settings  

View ᶍ ᶱᵸᶪ ᶊḙḁḷᴻḑɵ ᵶᶝᵸ  G

- Protect Hidd en Proteins  

Hidden prote in ᶍ ᶱ ᵸᶪ ᶊḙḁḷᴻḑɵ ᵶɕ ᵸ  G

 

Ɵ Path  

 ᶆ ᵶᶅᵣ ḝᶅᶶʋ ḳ unimod ᶊ ᵸᶪ ᶱ ᵣᶝᵸ  G

- Do not use UNIMOD  

ḝᶶᶹḳᶊוֹ ᶂᶅᵣᶪ ᶊ ᵸᶪ ᶱᵼᶍᶝᶝ ᵶɕ ᵸ  G

- Use Scaffold d efault UNIMOD  

Scaffold ᵫ ᶆ ᶂᶅᵣᶪUNIMOD ḝᶶᶹḳɵ ᵶᶝᵸ  G

- Use a custom UNIMOD file  

Ḯᴻ᷾ᴻᵫ ᵶᵾUNIMOD ḝᶶᶹḳɵ ᵶɕ ᵸ  G
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Ɵ MZID  

 MZID ᶊḇḻḙ᷄ ᶍ ᵫ ᶝᶫᶅᵣᶪ MƎZID ᶊ ᶝᶫᶅᵣᶪ ᶍḇḻḙ᷄ ᶱ   

ᵶᶅ ᵸᶪᶧᵥᶊ ᵸᶪ ᵫᶆᵬᶝᵸ  G

 

4-7. Advanced Preferences ᶍ   

 

Scaffold  ᵫ וֹ ᶍᶷḳ᷉ḲḂḨᶆ ᵥ ᶽḻḀḻᶍḁ᷈ ᶊʊᶃᵣᶅ ᵸᶪ ᵫᶆᵬᶝᵸ  G  

ᶊᶧᶩ ᶊ ᵫᵡᶩᴲ ᶡוֹ ᶮᶂᶅᵬᶝᵸ SGequest ᶇMASCOT ᶍ ᵫᵡᶩᶝᵸᵫᴲ

Sequest( Proteome D iscoverer ) ᶍ ᶎḘᴻḀḯḻᵫ 1.2 ᶧᶩ ᵣ ᶍᶞ ᶱ ᵸᶪᶡᶍᶆᴲ

ᵮᶍ ᶎ ᶅᶎᶝᶩᶝᵺᶲ  G

 

[Seque st ] 

ḘᴻḀḯḻᵫ 1.2 ᶧᶩ ᵣ ∙Ǝּזᶍ ᶱᵳ ᶍ ᶱ ᵶᶅᵮᵿᵴᵣ vGer.1.3 ∙ ᶍ

ᴲ ᶊᵡᶪᶧᵥᶊ ᶉ ᶱ Aᴂuto -Detect ᵶbɕ ᵸ  G

 

PHDF(♣ ) Ḧḓḭᶷḳ 

Chapter.4 Scaf foldõs Main Window  -> Advanced Preferences -> Sequest tab  

OHnline  help  

Main menu compon ent ->Advanced Preferenc es -> Sequest ta b 

 

[MASCOT ] 

 

Iᴂon ð Ident ity Scor ing ᶡ ᵇн ᶪᵪ Iᴂon Sco re ᶍᶞ ᵇн ᶪᵪᶱ ᵸᶪᵲᶇᵫᶆᵬᶝᵸ  G

ᶎ MƎASCOTᵪᶨ ᵾ ᵪוֹ PƎroteome Discoverer ᵪᶨ ᵾ ᵪᶆᵴᶨᶊוֹ ᵪᶫᶅᵣᶝᵸ  G
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4-8. Pathway ᶊ ᵸᶪ   

Scaffold ᶍ Samples ᶻᶸḻḑᶻᶆPathway ᶍ ᶱ ᵴᵺᶪ ᵫᶆᵬᶝᵸ PGathway  ᶍ ᶎ

Wᴂikipathways ᵇɕ ᵾᶎ Rᴂeactome ᵇ᷊ ᶹḐ ᵪᶨ ᵸᶪ ᵫᶆᵬᶝᵸ ∙G ᴲᴂḏᴻḇḡᴻ ḁᶍ

ḇ֩ḻḙ᷄ ID֪bᴲᴂ ᶍ ᵇᴂᵩ ᶠᶍ Pathway ᶊbᶃᵣᶅᵳ∏ ᵶᶝᵸ  G

 

4-8-1. Wikipathways,Reactome ᶇ ᶍḇḻḙ᷄ ID ᶊᶃᵣᶅ 

 

Wik iPathways,  Reactome ᶎᵼᶫᵽᶫ ꞌḙḁᶻᶼ ᶊʋᶃᵣᶅᶝᶇᶠᶨᶫᵾḏᴻḇḡᴻḁ[᷊ᶹḐ]ᶆᵸᴳ

ᶎ∙ּז ᶱᵳ ᵮᵿᵴᵣ  G

 

Wikipathways  

Kelder T, Pico AR, Hanspers K, van Iersel MP, Evelo C, Conkli n BR. (2009) Mining Biological 

Pathways Using  WikiP athways Web Services. PLoS ONE 4(7)  

 

Reactome  

 Fabre gat e t al. 2017 PMID: 28249561  

 

Wikipathways ᶱ ᵸᶪᵾᶠᶊᶎᴲ gᴂene nameᵇ ᵫ ᶆᵸ SGcaffol d ᶊᶅ gene name ᶎ

FASTA ḝᶶᶹḳ ᶍ ᴲɕ ᵾᶎ NCBI ᶍ᷊ᶹḐχ ᶨ ᵶᶝᵸ gGene name ᶍ ᶒᶊ ᵴᵺ

ᶪᶊᶎᴲ Eᴂxperiment -b>  ᴂ Extract A lterna te IDs ᵇɵ ᵸᶪ ᵫᵡᶩᶝᵸ  G

 

╗ RƎeactome ḏᴻḇḡᴻḁᶱ ᵸᶪ ᶡ  Uniprot ᶍ Acces sion  ( :P02769 ᶉ

ᶈ õGALBU_BOVIN ᶉᶈᶍ ᶆᶎᶉᵣ) ᵫ ᶇᶉᶩᶝᵸ ᵼGᶍᵾᶠ RƎeactome ᶱ ᶇᵸᶪ

ᴲ ᵪᶨ Accession  (P02769 ᶉᶈ)ᵫ ID ᶇᶉᶂᶅᵣᶪḏᴻḇḡᴻḁᶊ ᵸᶪ ᶱוֹ

Scaffold ᶊ ᶩ ᶟᶧᵥᶊ ≥ᵶᶅᵮᵿᵴᵣ  G

 

4-8-2. Pathway ᶍ  [Scaffold ] 

 

Pathway ᶊ ᵸᶪ ᶱScaffold ᶍSample s ᶆ ᵴᵺᶪ ᵫᶆᵬᶝᵸ ᵾGᵿᵶScaffold ᶆᶎ

ḇḻḙ᷄ ᵫ ᶝᶫᶪ Pathway ᶍ ᵫ ᵴᶫᶪᶍᶞᶆᵸ ḇGḻḙ᷄ ᵫ ᶝᶫᶪ Pathway ╗

ᶣᴲ Pathway ᶍ ᶇᵼᶍ ᶆ ḇḻḙ᷄ ᵫ ᶠᶪ∞ ᶍ ᶊᶃᵣᶅᶎᴲ ᷊ᶹḐᶍ

ᶱ ᵸᶪ ᵫᵡᶩᶝᵸᴳ ᷊ᶹḐᶍ ᶊᶃᵣᶅᶎᴲ 4ᴂ -8-3 . Pathway ᶍ  [ ᷊ᶹḐ]ᵇɵ

ᵳ ᵮᵿᵴᵣ  G

 

∙ SƎcaffold ᶆ Pathway ᶱ ᵴᵺᶪ ᶊᶃᵣᶅᵳ∏ ᵶᶅᵣᶝᵸ  G
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[ ᶍ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

1.Experiment  -> Add or Edit 

Annotations  ╩ ┘╕∆⁹ 

2.Annotation Source ≢₈Pathways₉

╩ ⇔╕∆⁹ 
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[a.Au tomatically select  with a PSEA -Quant analysis ᶱ ᵸᶪ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

3a.₈Automatically select w ith a 

PSEA-Quant analys is₉╩ ⇔⁸

₈OK₉Ⱳ♃fi╩ ⇔╕∆ 

4a. ⌐⁸ ⌐ ⌂ Pathw ay

╩ⱪכꜟ◓ ∆╢ ₈PSEA-Quant 

analysis₉ ⌐ ∆╢Ɽꜝⱷכ♃╩

⇔╕∆⁹ ⁸₈Apply₉Ⱳ♃fi

╩ ⇔╕∆⁹ 

5a. ↑≡ PSEA_Qiamt Report ─

≤ⱨ□▬ꜟ ⅜ ╦╣⁸

ה ⇔╕∆⁹ 

Pathway ⅜ ↕╣╕∆⁹ 
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[b.Manual  Select ᶱ ᵸᶪ : ᶱ ᶣᵸ ] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

6a. Pathway ⅜ ↕╣╕∆⁹ 

3b.₈Manually select ₉╩ ⇔⁸

₈OK₉Ⱳ♃fi╩ ⇔╕∆ 



73 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

4b. ↕∑√™ Pathway ╩ 

≢ ⇔⁸♅▼♇◒╩ ╣╕∆⁹ 

⌐ ∂≡♄▬▪꜡◓ ⌐№╢

►▫fi♪►⌂≥╩ ⇔╕∆⁹ 

∆═≡ ⁸₈OK₉Ⱳ♃fi╩ ⇔╕

∆⁹ 

5b. Pathway ⅜ ↕╣╕∆⁹ 
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4-8-3. Pathway ᶍ  [ ᷊ᶹḐ] 

 

Scaffold ᶆᶎ ḇḻḙ᷄ ᵫ ᶝᶫᶪ Pathway ᵫ ᵴᶫᶪᶍᶞᶊᶇᶈᶝᶩᶝᵸ PGathway ᶍ 

ᶊᶃᵣᶅᶎᴲ ᶍ WikiPathway s ᶝᵾᶎ Reactome ᷊ᶹḐ ᶆ ᵸᶪᵲᶇᶊᶉᶩᶝᵸ  G

᷊ᶹḐᶗᶍḲḻ ᶎ᷄ Scaffold ᶍ Samples זּ ᴲᴂProtein Information pbane ᶇ Aᴂnnotation ᵇ

pane ᶊᵡᶩᶝᵸ  G

 

 

 

 

 

 

 

 

 

 

 

 

 

ᶍ Pᴂrotein Inform ation ᶊbᵡᶪgene na me (ᶝᵾᶎAccession )Ḥḇḻɵ ᷄Ḳḋ᷄н ᶪᶇᴲ ḇḻḙ

᷄ ᶆ᷊ᶹḐ ᶊᶅ ᵶᵾ Pathway ╗ ᵫ ᵴᶫᶝᵸ זּ֩ ֪G 
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ᶝᵾ ᶲ ᶍ Aᴂnno taion pbaneᶊᶎᴲ ᶆḦḋḉᵶᵾPathway ᶍ ḲḁḐᵫᵡᶩ ᵼƎᶫᵽᶫᶍ

ḗᶹḙᴻ Ḳḻ᷄ɵ ᷄Ḳḋ᷄н ᶪᶇ Pathway ᵫ ᵴᶫᶝᵸ  G

Pathway ᶍ ᶆ ḇḻḙ᷄ ᵫᶈᶍ∞ ᶊ ᵸᶪᵪᶊᶃᵣᶅᶎᴲ ᵴᶫᵾWEB ḢᴻḀ ᶍ ᶆ

ḇḻḙ᷄ ᶱ ᵶᶅᵮᵿᵴᵣ  G

 

 

 

 

Pᴂrotein Information ᵇɕ ᵾᶎ Aᴂnnotation  b pane ᶊᶃᵣᶅᶍ ᶎᴲᴂ3-2-4 .  Information Panes:

ḇḻḙ᷄ ᴴ᷊ḻḟḳᶊ ᵸᶪ נּ ᵇɟ ᵺᶅᵳ ᵮᵿᵴᵣ  G

 

 

 

[ ᶊ ᵮ] 

 

 

 

 

 

Ɑ כ ☺ ≢   

♃fiⱤ◒ ╩  

♃ fi Ɽ ◒ ⅜   

↕╣╢ 
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4-9. ḌᴻḳḘᴻʊ ᶹ᷈ḻ  

 

ᵫ ᵣ ᶊᶃᵣᶅᶎᴲ ᶊᶷᶹ᷈ḻᵫ ᵴᶫᶅᵣᶝᵸ ᶚGᶇᶲᶈᶍᶷᶹ ḻ᷈ᶎ    

ḩḓḭᴻ ᶊ ᵷ ᵫᵡᶩᶝᵸ  G

 

ᶷᶹ᷈ḻ  

 NHew  - ḝᶶᶹḳ ᶻᶸ᷾ᴻḑɵ ᵶɕ ᵸᴳ ᶎ 2 MᴂASCOT וֹ ᶩ ᶞᵇɵ ᵳ

ᵮᵿᵴᵣ  G

 

BHach Job Queue Dialog ð Scaffold Batch ᶍ Ḉᶹᶷḵ᷅ɵ ᵲGᶍᶷᶹ᷈ḻᶎ

Scaffold Batch ᶍḱᶹḃḻḁ ᶍᶞ ᵴᶫᶝᵸ  G

 OHpen  - Scaffold ᶍḝᶶᶹḳ.֩sf3֪ɵ ᵬᶝᵸ  G

 SHave  - ᵣᶅᵣᶪ sf3 ḝᶶᶹḳɵ ᵶɕ  н

 PHrin t  ð ᵣᶅᵣ  ᶅ view ᶱ╠ ᵶɕ ᵸ  G

 PHri nt Preview  ð ╠ ᶍ preview  ᶱ ᵶɕ ᵸ  G

 CHop y  ð ᶊ ᵣᶅᵣᶪ view ᶍḏᴻḇɵ ᵼᶍᶝᶝ᷄ḲḋḟḤᴻḑᶊ᷈Ḝᴻᵶᶝᵸ ḇG

Ḟ ᶩᶍḏᴻḇᶇᶉᶩᶝᵸ  G

 FHi nd  ð ᶍḈᶹᶷḵ᷅ɵ ᵬ view ᵪᶨ ᶱ ᵶɕ ᵸ  G

 EHxc el  - ᶍ View ᶊᶃᵣᶅ CƎSVḝᶾᴻḦḋḐᶆ EGxport - current view 

ᶇ ᵷ  G

 
BHio Sample S um mar ization  level  ð ḏᴻḇᶱ BioSample ∞ᶊᶝᶇᶠᵾ ᶊ ᶩ

ᵧᶝᵸ  G

 MHS/MS Sample Summar ization level  ð ḏᴻḇɵ Experiment ( MS/MS S ample )

∞ᶊᶝᶇᶠᵾ ᶊ ᶩ ᵧᶝᵸ  G

 AHdd BioSamp le  ð BioSample ᶱ ᴳᴂLoad Daנּ ta vbiewą Aᴂdd Bio Sample ᶇb ᵷ

Ḉ֩ᶹᶷḵ᷅  ֪

 

QHueue Files For Loading  ð Experiment ᶱ ᴳᴂLoad Dנּ ata vbiewą Qᴂueue Files 

For Loading ᶇb ᵷ Ḉ֩ᶹᶷḵ᷅  ֪

 

LHoad  and A nalyze Que ue  - Lᴂoad Data Vbiew ᶊᶅ Experim ent ᶇBioSampl eᶍ

ᶄᵰᵫ ᵶᶅᵣᶪᶡᶍᶍ EƎxperiment ᶍ ᶩ ᶞᵫ ᶉ ᶍ ᴲ ᶩ ᶞᶱ

ᵶɕ  н

 QHuantitativ e Anal ysis ð ֩ ֪ɵ ᵣᶝᵸᴳ ᶎᵆ b

 SHcaffold Q+/Q+S  ð Q+/Q+S ḪḀḭ ḳᴻᶱ ᵶɕ ᵸ  G

 HHelp  ð Online help ᶱ ᵶᶝᵸ  G
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5. Load Data View  

 

5-1.   

 

 Scaffold ᶆᶎ ᶱ ᶃ View ᵫᵡᶩᴲ ᶊᵼᶫᶨᶍ View ᶱ ᶩ ᵧᶪᵾᶠᶍḁʋ ḋḉᵫ 

ᵡᶩᶝᵸ 5G ᶆᶎ Lᴂoad Data Vbiew ᶊᶃᵣᶅ ᵶᶅᵣᶝᵸ  G

 Lᴂoad Data Vbiew ᶆᶎ ᶩ ᶲᶆᵣᶪḏᴻḇᶍ BioSample ᶊ ᵶᶅMS Sample ḏᴻḇɵ /נּ

 ᵶᵾᶩ BƎioSample ᶱ /נּ  ᵸᶪ ᵫᶆᵬᶝᵸ  G

 

 

 

 

∙ Load Data View ᶊᶃᵣᶅᴲ ᶆ ᵸ ᶃᶍḙᴻḌ  Ǝ

- Experiment  pane  

- BioSample tabs  ᶇ LƎoa d and Analyze  Queue  but ton  

- Inf ormation pane  

 

 

ᶊ ᵰᶅ ᵶᶅᵣᵬᶝᵸ  G

 

 

Experiment  pane 

BioSample tab 

Load and An alyse 

Queue button  

Informat ion 

pane 
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5-2. Experiment pane   

 

View ᴲ Eᴂxperiment pane ᵇּ֩ז ᶆ֪ᶎ Scaffold ᶆ ᶩ ᶲᶆᵣᶪḏᴻḇᶊ ᵸᶪ ᶱ  

ᵸᶪ ᵫᶆᵬᶪᶚᵪ BƎioSamp le*ᶣMS Sample ᶍ ᶱנּ ᵥ ᵫᶆᵬᶝᵸ  G

 

* BioSample  Â (MS) sample ḏᴻḇɵ ᶝᶇᶠᵾ 1Ǝ ᶃ ᶍ ∞ᴳ ᶎ 2ᴂ -1.  ᴲ ḝᶶᶹḳוֹ

ᶍ ᵇɵ ᵳ ᵮᵿᵴᵣ  G

 

 

 

Experiment pane ᶎ Experiment ᶍ  (sf3 ḝᶶᶹḳᶍ )ᶣ ᶩ ᶲᵿḁḢ᷄Ḑḳᶍ  Ǝ

ḇḻḙ᷄ ᶍ᷅ḳᴻḟּטᶍ ᵫ ᵴᶫᶅᵣᶝᵸ  G

 

█ ᶊᶎ ᶃᶍḤḇḻᵫᵡᶩᶝᵸ  G

 

QHueue Files For Loading  

   ᵴᶫᶅᵣᶪ BioSampl e ᶊᴲ ᵾᶊ MS Sample ᶱּנᵧᶝᵸ Gּנᵧᶪ MS Sample ᵫ       

1 ḝᶶᶹḳᶍ ᶊ ᵶɕ ᵸ  G

 

QHueue Stru ctured Di rectories  

ᵴᶫᶅᵣᶪ BioSampl e ᶊᴲ ᵾᶊ MS Sampl e ᶱּנᵧᶝᵸ Gּנᵧᶪ MS Sample ᵫ      

ḝᶾḳḈ ᶊᶉᶂᶅᵣᶪ ᶊ ᵶɕ ᵸ  G

 

AHdd  BioSample  

 BioSamp leᶱ ᵸᶪנּ ᶊ ᵶɕ ᵸ  G

 

 

זּ∙ ᶍ ᶇᵶᶅ 2Ǝ ᶍ MᴂASCOT וֹ ᶩ ᶞᵇɟ ᵺᶅᵳ ᵮᵿᵴᵣ  G

- MS Sample, BioSample , Category  (2-1.  ᴲ ḝᶶᶹḳᶍוֹ ) 

- ḏᴻḇᶍ ᶩ ᶞ  (2-2, 2 -3,2 -4 ) 
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5-3. Bio Sample  t ab ᶇ Load and A naly ze Q ueue button  

 

Load Data View ᶍ ᶆᶎ BƎioSample ᶊḇḞᶆ ᵴᶫᵾ ᵫ ᵴᶫᶅᵣᶝᵸ זּ֩ ֪G  

ḇḞᶊᶎBioSample ᵫ ᵼƎᶍᵸᵯּזᶊᶎḁḢ᷄Ḑḳ ᶇ B֩ioSample ᶧᶩ ∞ᶊ∞ ᵸᶪ C֪ategory

ᵫ ᵴᶫᶅᵣᶝᵸ ᵼGᶍּזᶍ ᶊᶎ∙ּז ᶃᶍᶿḟ᷿ḯḻᶍ ᶊᶃᵣᶅ ᵴᶫᶅᵣᶝᵸ  G

- ḏᴻḇᶍᶝᶇᶠ ֩ ᵪMUDPIT ᵪ  ֪

- ḁḢ᷄Ḑḳḏᴻḇᶍ⅛ᵣ (conden se ) 

 

 

ᵼᶍּזᶊ ᵣᶅᵣᶪ █ ᶃᶍ ᶆᵸᵫᴲ ᶍ█ ᶍ Fᴂile s Current ly Lo aded ᵫb BioSample

ᶊ ᶩ ᶞ ᶞᶍ MS Sample ᶱ ᵶᶅᵣᶝᵸ ╗G ᶍ Fᴂiles  in  Loading Queue ᶎbᴲ    ᶎנּ

ᵴᶫᶅᵣᶉᵣᵫ ᵴᶫᶪᶧᵥᶊנּ ᵴᶫᶅᵣᶪMS Sample ᶱ ᵶᶅᵣᶝᵸᴳ ᶊ ᵫᵡᶪ ᶆᴲ

ᶲ ᶍḤḇḻ Lᴂoad an d Anal yze Queue ᵇɵ fiᵸᶇ ḏƎᴻḇᶍ ᶩ ᶞᶱ ᵶᶝᵸ  G

 

█ᶈᶀᶨᶍ ᶊ ᶝᶫᶪMS Sampl eᶡ █Ǝ᷄Ḳḋ ą᷄Remove ᶇᵸᶪᵲᶇᶆ ᶩ ᵮ ᵫᶆᵬᶝᵸᴳ

ᶊ█ ᶍ Fᴂi les Currently Loaded ᶍbḏᴻḇɵ ᶩ ᵮᶇᴲ ᵫ ᶊ ᵴᶫᶝᵸ  G

BioSample ─♃Ⱪ 

BioSample ⌐ 

╡ ╖ ─  

BioSample ⌐ 

╡ ╖ ─  
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5-4. Information pane   

 

Load  Data View ᶍּז ᶊᵡᶪ ᵫ Iᴂnformation pane ᶆbᵸ  G

ᵪᶨ ᶊ Aᴂnalysis In formati onᵇFᴂixed Modification sᵇVᴂariable  Modifications ᶍb  sub 

pane ᵪᶨ ᵴᶫᶅᵣᶝᵸG  

 

 

 

 

Analysis Infor mat ion  ᶆᶎᴲ ᶊ ᵸᶪ ᵫ ᵴᶫᶅᵣᶝᵸG  

Fixed  Mo dification s ᶒᶊ Variable Modifications  ᶆᶎᴲ ᶊ ᵶᵾ ᶊ ᵸᶪ ᵫ

ᵴᶫᶅᵣᶝᵸG  

 

ᶎ BƎioSample  tab ᶍ Files Currently Loaded ᶆMS Sample ᵫ ᵴᶫᶅᵣᶪ ᴲ

Sample ᶆᶍ ᵫ ᵴᶫᶝᵸ Gּךᶡ ᵴᶫᶅᵣᶉᵣ ᶎᵸᶘᶅᶍ sample ᶊᶃᵣᶅ

ᵫ ᵴᶫᶪ ᶆ ᵴᶫᶝᵸ ᵾ֩ᵿᵶ ᶎ ᵫᵸᶘᶅ ᵷḏᴻḇɵ ᶩ ᶟ᷆ᴻḁᵫᶚᶇᶲᶆ

ᵡᶪᶇ ᵧᶝᵸ֪G  

 

 

  (fixed )  (variable ) 
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6. Protein V iew  

 

6-1.   

 

 Scaffol d ᶆᶎ ᶱ ᶃ View ᵫᵡᶩƎ ᶊᵼᶫᶨᶍ View ᶱ ᶩ ᵧᶪᵾ ᶍfḁᶹḋḉᵫ 

ᵡᶩᶝᵸ  G

 6 ᶆᶎ Pᴂrotei ns Vbiew ᶊᶃᵣᶅ ᵣᵾᵶᶝᵸ  G

ḇḻḙ᷄ ᶊ ᵸᶪ ᶉ ᴲ ᵧᶏḇḻḙ᷄ ᶊ ᵶᶅᶷ᷊ᶹḻᵴʟ ᵾ Ḣḟḉḑᶍ  

ᶆᵡᶂᵾᶩᴲḦḋḉᵶᵾḢḟḉḑᶍMS/MS  ḦḁḁḢ᷄ḐḳᶇᶍḦḋḉḻ᷅ ᶱ ᵶᵾᶩᶇᵣᶂᵾ

ᶎᴲPᴂroteins Vbiew ᶆ ᵣᶝᵸ  G

 

Prot eins View ᶎᴲ ᶊ ᶃᶍḙᴻḌᶆ ᵴᶫᶅᵣᶝᵸ  G

ᶍ Pᴂroteins Pane ᶆbᶎ ḇḻḙ᷄ ᶊ ᵸᶪ ·ᶉ ᶱ ᵶᶅᵣᶝᵸ  G

█ ᶍ Pᴂeptide s Pane ᶆbᶎᴲ ḇḻḙ᷄ ᶊᶷ᷊ᶹḻᵴᶫᶅᵣᶪḢḟḉḑᶊ ᵸᶪ ·ᶉ ᶱ

ᵶᶅ PƎrotei ns Pane ᶍ ᶇ ᵶᶅᵣᶝᵸ  G

זּ ᶍ Sᴂpectrum Pane ᶆbᶎ PƎroteins/Pept ides pane ᶆ ᵶᶅᵣᶪ ᶊ ᵸ  ᶅ    

/ ᷅ḱḝ ᵫ ᵴᶫᶝᵸ ∙G pane ᶊᶃᵣᶅᶧᶩ ᵶᵮ ᵶᶅᵣᶝᵸ  G

 

 

 

 

 

 

Protein s Pane Pepti des Pane 

Spectrum  Pane 
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6-2. Proteins pane  : ḇḻḙ᷄ ᶊ ᵸᶪ ᶱ   

 

Protein s View ᶍ PƎrotein s pane ᶆᶎᴲ ḇḻḙ᷄ ᶊ ᵸᶪ ᵫ ᵴᶫᶝᵸᴳ

ᶊ █ ᶃᶍḟḳḈᶻḻḩḓḭᴻ ᵫᵡᶩᶝᵸ  G

ᶎḇḻḙ᷄ ╗ █Ǝᶎ BioSample / MS Sample ╗ ᶆᵸ זּ֩ ֪G  

 

 

 

█ᶍ╗ ᵫBio Sample ᵪ MS Sample ᵪᶎᴲ ᵶᶅᵣᶪ Ḫᴻḑᶊᶧᶩᶝᵸᴳн ᶘᶅᶍ ᶊᶃᵣ

ᶅ ᴴ ᵸᶪᵪᴲ ᶍḇḻḙ᷄ ᴲ ᶍ BioSample / MS Sam ple ᶊ ᵶᶅ ᶱ ᵥᵪᶱ ᵸ

ᶪ ᵫᶆᵬᶝᵸ  G

 

 

 

 

 

 

 

 

 

ḟḳḈᶻḻᶍּזᶊᶎ ḇḻḙ᷄ ᶊ ᵸᶪ ᵫ ᶇᵶᶅɕ ᶇᶠᶨᶫᶅᵣᶝᵸ  G

ᶍ ᶊᶃᵣᶅᶎᵼᶫᵽᶫ∙ּזᶍ ᶩᶆᵸ  G

 

SHequence C over age   

  ḇḻḙ᷄ ᶍ ᶊ ᵶᶅ ḦƎḋḉᵶᵾḢḟḉḑᶍ￼ ᶱ╗ ᵶᶅ ᶆᵬᶪ ᶆᵸᴳ ╓ᵫḇḻḙ

᷄ ᶱ Ǝל ᶍ ╓ᵫḦḋḉᵶᵾḢḟḉḑᶍ￼ ᶱᴲ ᶍ ╓ᵫ ∞ᶱ ᵶᶅᵣᶝᵸ ḇGḻḙ᷄

ᵫ  BioSample /  MS Sample ᶆᶈᶍᶧᵥᶊḦḋḉᵶᶅᵣᶪᵪᶱ ᵸᶪ ᶊ ᵶɕ ᵸ  G

PHrotein   

  ḇḻḙ᷄ ᶍ description ( ᶠᶍ ) 

AHccession   

  ḇḻḙ᷄ ᶍ Accession n umber  

CHategory   

  ᵶᶅᵣᶪCategory  

BHioSample   

  ᵶᶅᵣᶪ BioSa mple  

♃fiⱤ◒  

♃fiⱤ◒  

BioSample / MS Sample  

BioSample / MS Sample  
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MHS/MS Sample   

ḏᴻḇᶍ MS sample  

mH.w.   

  ḇḻḙ᷄ ᶍ  

PHrob.   

  protein  probabil ity ᶍ pGrefi lter ed mode ᶆ ᶩ ᶲᵿ ᶎ ᵴᶫᶝᵺᶲ  G

%HSpec .  

  Sample  View ᶍ Display option ᶊᶡᵡᶪᴲPᴂercentage of all Spectra  b

#HPep.  

  Sample View ᶍ Di splay option ᶊᶡᵡᶪᴲEᴂxclusive unique peptide count  b

#HUniqu e  

  Sample View ᶍ Display option ᶊᶡᵡᶪᴲᴂExclus ive uniq ue spectr um count  b

#HSpec   

 ḇḻḙ᷄ ᶍ᷅ḳᴻḟּ᷄֩ט ḱḁḇḲḻ֪᷅ ᶱᵶᶅᵣᶪ DƎisplay  option ᶍ Tᴂotal spectr um 

Count ᵇɵ ᵶᶝᵸᴳ᷅ ḳᴻḟּט ᶱᵶᶅᵣᶉᵣ DƎisplay op tion ᶍ Eᴂxclusive Spec trum 

Count ᵇɵ ᵶᶝᵸᴳ ᶍ ᶊ᷀ᴻḅḳɵ ᶮᵺᶪᶇᶈᶀᶨᵫ ᵴᶫᶅᵣᶪᵪᴲ ᵸᶪ ᵫᶆᵬᶝ

ᵸ  G

%HCov.   

 Sequence  Coverage (ᶍ%) 

 

 

6-3. Pept ide pane : Ḣḟḉḑᶊ ᵸᶪ ᶱ   

 

Protein View ᶍ█ PƎeptide s pane ᶆᶎᴲ ᶆ ᵴᶫᵾ protein ᶊᶷ᷊ᶹḻᵴᶫᵾḁḢ᷄Ḑḳḏᴻ

ḇᶊ ᵸᶪ ᵫ ᵴᶫᶅᵣᶝᵸ זּ֩ ֪G  

 

 

 

 

─♃fiⱤ◒  ההה≡™≈⌐

Ɑⱪ♅♪─ ╩  
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ᶍ ᶎ∙ּזᶍ ᶩᶆᵸ  G

 

 

 

 

 

 

 

 

 

 

VHalid  

ḉ ḋʐ ᵫ᷄ ᶂᶅᵣᶪḏᴻḇᶎ protein probability ᶍ ᶊ ᵴᶫᶝᵸᴳ ᶩ ᶞ ᶍḏḝᶾḳḐᶆᶎ 

peptid e probability ᶍ threshold ᶱ ᵾᵸᵸᶘᶅᶍḏᴻḇᶊḉᶼḋ ᵫ᷄ ᶂᶅᵣᶝᵸ  G

WHeight/ Assigned  

 ᶉ᷅ḳᴻḟּטᵫ ᵴᶫᶅᵣᶪ ᶎ ḢḟḉḑᵫḮḓᴻ ᵿ᷄ᶇ ᶍḉᶼḋ᷄Ǝ Ḣḟḉḑᵿᶇ

ᶍ ᶆ ᵴᶫᶝᵸ CGlustering ֩ ḇḻḙ᷄ ᶍ᷅ḳᴻḟּט ᵫ֪ ᵴᶫᶅᵣᶪ ᶊᶎ ḏᴻ

ḇᶍ weight ᶍ ᶱ ᵶɕ ᵸ ḮGḓᴻ ᶉ᷄ᶨ1,᷿ᶼʊ ᶉᶨ᷿ᶼᶷ ᶊꞌᵷᶅ ᵫ ᵴᵮᶉᶩᶝᵸ  G

SHequence  

 Ḣḟḉḑ ᶱ ᵶᶝᵸᴳ ᶇ ᶬᶍ֩ᶊ֪∫ᶮᶫᵾ ᶎḢḟḉḑ ᵡᶪᵣᶎ ᶍᶷḧḖ ᶱ ᵶᶝ

ᵸ  G

PHrob.  

 pepti de probab ility. Prefiltered mode  ᶆ ᶩ ᶝᶫᵾ ᶎ ᵴᶫᶝᵺᶲ  G

SHearch  engine  scores  

 ᶽḻḀḻᵳᶇᶊ ᵫ│ᶉᶩᶝᵸ  G

- SEQUEST : Xcor r ᶇ Delt aCn  

- Mascot  : Ion score IƎdentity score DƎelta I on Score  

- X! Tandem  : Expect (log) 

NHTT  

  missed cl eavageᵡᶪᵣᶎNumber of Tryptic Termini  ( ᵷ≥ ᶆᵸᵫ ᶽḻḀḻᶉᶈᶆ ᵫ│

ᶉᶩᶝᵸ)  G

MHodifications  
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OHbserved  

   ḁḢ᷄Ḑḳḏᴻḇ ᶍḢḟḉḑᶍ m/z  

AHctual  Mass 

  Ḣḟḉḑᶍ  

CHharge  

 Ḣḟḉḑᶍ  

DHelta Da  

 Ḣḟḉḑ ᶍ ᶍ Daᴲ   δ   

DHelta ppm  

  Ḣḟḉḑ ᶍ ᶍ Da (Ǝ   δ ) / ( )  

RHetention T ime  

  LCᶍ  ( ) ḏGᴻḇᶊᶧᶂᶅᶎ ᵴᶫᶉᵣ 

IH ntensity  

  Ḣḟḉḑᶍ Precursor ḁḢ᷄Ḑḳᶆᶍ intensity  ( ) ḏGᴻḇᶊᶧᶂᶅᶎ ᵴᶫᶉᵣ  G

TH IC  

  MS/MS Ḝᴻ ᶍ᷄ int ensity ᶍ  G

SHtart  

 Ḣḟḉḑ ᶍ ḇƎḻḙ᷄ ᶊᵩᵰᶪ∞  ( )  G

SHtop  

 Ḣḟḉḑ ᶍ ḇƎḻḙ᷄ ᶊᵩᵰᶪ∞   ( )  G

#H Other Proteins  

 ᷿ᶼ Ḣʊḟḉḑᶍ ᴲ᷿ ᶼ ᵴʊᶫᶅᵣᶪḇḻḙ᷄ ᶍ  G

OHthe r Proteins  

 ᷿ᶼ ᵴʊᶫᶅᵣᶪḇḻḙ᷄ ᶍ Accession  G

SHpect rum ID  

  ḁḢ᷄Ḑḳᶍ  G
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6-4. Spectrum pane : ḇḻḙ᷄ / ḁḢ᷄Ḑḳ   

 

Spectrum  pane  (♣ Ḧḓḭ ḳʊᶆᶎ Protein Sequence pan e)ᶆᶎ pƎroteins pan e ᶣ peptid es 

pane ᶆ ᵶᶅᵣᶪḇḻḙ᷄ ᶣḁḢ᷄Ḑḳᶊ ᵸᶪ ᶱ ᵴᵺᶪᵲᶇᵫᶆᵬᶝᵸ ∙Gּז ᶃᶍḇḞ

ᵪᶨ ᵴᶫᶅᵣᶝᵸ  G

 

- Protein Seque nce tab  

- Similar Proteins tab  

- Spectrum tab  

- Spectr um/M odel Error tab  

- Fragmentation Table tab  

 

ᴲזּ∙ ḇḞᶍ ᶊᶃᵣᶅ ᵶᶅᵣᶝᵸ  G

 

 

6-4-1. Protein Sequen ce tab  

 

 

Protein Sequence tab  ᶆᶎᴲ ᵶᶅᵣᶪḇḻḙ᷄ ᶍ ᶊ ᵶᶅƎ ᶷ᷊ᶹḻᵴ ᵾʟḢḟḉḑᵫ   

ᶈᵲᶊ∞ ᵸᶪᶍᵪᶱ ᵶᶅᵣᶝᵸ Gל ᵣ ᶎḢḟḉḑᵫḦḋḉᵶᶅᵣᶪ￼ ᴲ ᶍᶷḧḖ ᶎ ᶱ

ᵰᶅᵣᶪᵲᶇᶱ ᵶᶝᵸG ᶝᵾ ᶍ ᶊᶎḇḻḙ᷄ ᶍAccession ᶣ Descripti onᴲ ᴲʊ ᷊ʋ ḻ

ᵴᶫᵾḢḟḉḑ/ ḁḢ᷄Ḑḳ cƎoverage (%)ᶉᶈᶡ ᵴᶫᶝᵸ  G

ᶝᵾḇḞ ᶆ█᷄Ḳḋ᷄ɵ ᵸᶪ ᶆᴲ ᶇᵶᶅ ᵶᵾᶩ ᶱ᷄ḲḋḟḤᴻḑᶊ᷈Ḝᴻᵶᵾ  ɭ

ᵸᶪ ᶡᶆᵬᶝᵸ  G

 

 

 

 

[ ᶊ ᵬᶝ ]н 
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6-4-2. Similar Proteins tab  

 

 Simil ar Proteins tab ᶆᶎᴲ ᵶᶅᵣᶪḇḻḙ᷄ ᶇ ᶍḢḟḉḑḦḋḉɵ ᵶᶅᵣᶪḇḻḙ᷄   

֩᷅ ḳᴻḟ ᶊ֪ᶃᵣᶅ ᵼƎᶍ ᶱ ᵸᶪ ᵫᶆᵬᶝᵸ זּ֩ ֪G᷅ḳᴻḟ ᶍḇḻḙ᷄ ᵸᶘᶅᶊ   

ᶃᵣᶅᴲ ᶍ Proteins p ane ᶇ ᶊ ᵷ ᵫ ᵴᶫᶝᵸᴳ᷅ ḳᴻḟ ᶍḇḻḙ᷄ ᶊᵩᵣᶅᴲ

Ḣḟḉḑᶍ ᶉᶩ ᶉᶈᶱ ᵸᶪ ᵫᶆᵬᶝᵸ  G

 

 

 

6-4-3. Spectrum  tab  

 

Spectrum tab  ᶆᶎᴲ █ ᶍ Peptid es pane ᶆ ᶍḁḢ᷄Ḑḳḏᴻḇᶊᶃᵣᶅ ḁƎḢ᷄Ḑḳ  

ḡᴻḁᶆ ᶇᶍḦḋḉḻ᷅ ᶱ ᵸᶪ ᵫᶆᵬᶝᵸ זּ֩ ֪G  

 

 

ḁḢ᷄Ḑḳᶍ᷅ḱḝᶎᶹḻḇḱ᷄ Ḏ Ḟᴜᶊ /  ᶆᵬᶝᵸ ḑGḱḋ᷅òḑḵḋḟᶆ ╓ᶱ   

ᵶᵾᶩᴲ ᶊ᷿ḻ᷅ḳ᷄Ḳḋ᷄нᶪ ᶆ ᶍ ᶊ ᵶᵾᶩᵸᶪ ᵫᶆᵬᶝᵸᴳɕ ᵾḇḞ ᶆ█᷄Ḳḋ᷄

ᶱ ᵸᶪ ᶆᴲ ᶇᵶᶅ ᵶᵾᶩḜᴻ᷄ḲḁḐ ᶱ᷄ḲḋḟḤᴻḑᶊ᷈Ḝᴻᵶᵾᶩᴲ ᶱ BLAST

ᵶᵾᶩᵸᶪ ᶡᶆᵬᶝᵸ  G

 

 

 

 

[ ᶊ ᵬᶝ ]н 
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6-4-4. Spectrum /Model error  tab  

 

Spectrum/ Model Error tab ᶆᶎ █Ǝ ᶍ Peptides pane ᶆ ᵶᶅᵣᶪḁḢ᷄Ḑḳḏᴻḇᶊᶃᵣᶅ  Ǝ

ᶇ ᶇᶍ ᶱ ᵸᶪ ᵫᶆᵬᶝᵸ זּ֩ ֪G ᵫ Ǝִי ᶎḝḱ᷅ḩḻḐᶍ D֩a ᶆ֪

ᵸ  G

 

ᶝᵾḇḞ ᶆ█᷄Ḳḋ᷄ɵ ᵸᶪ ᶆᴲ ᶇᵶᶅ ᵶᵾᶩḜᴻ᷄ḲḁḐ ᶱ᷄ḲḋḟḤᴻḑᶊ᷈Ḝ

ᴻᵶᵾᶩᴲ ᶱ BLAST ᵶᵾᶩᵸᶪ ᶡᶆᵬᶝᵸ  G

 

 

6-4-5. Fragment table  tab  

 

Fragment tabl e tab ᶆᶎ █Ǝ ᶍ Peptid es pane ᶆ ᵶᶅᵣᶪḁḢ᷄Ḑḳḏᴻḇᶊᶃᵣᶅᴲ   

ḡᴻḁᶆ ᶇᶍḦḋḉḻ᷅ ᶱ ᵸᶪ ᵫᶆᵬᶝᵸ זּ֩ ֪G ᵫ ᶨᶫᶅᵣᶪᶇᵲᶬᵫḦḋḉᵶᵾ

￼ ᶆᵸᴳᴂÚ2H ᶎb 2 ᴲᴂלּ -NH3 ᵇᴂ-H2O ᶎb ᶷḧḖ/ ᶱ ᵶᶝᵸᴳɕ ᵾḇḞ ᶆ█᷄Ḳḋ᷄ɵ   

ᵸᶪ ᶆᴲ ᶇᵶᶅ ᵶᵾᶩḏᴻḇᶱ᷄ḲḋḟḤᴻḑᶊ᷈Ḝᴻᵶᵾᶩ CƎSV ḝᶶᶹḳᶊ ᵸᶪ ᵫ 

ᶆᵬᶝᵸ  G
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7. Grouping, Clustering ᶇ Similarity View  

 

Scaffold  ᶆᶎ ᶱ ᶃ View ᵫᵡᶩᴲ ᶊᵼᶫᶨᶍ View ᶱ ᶩ ᵧᶪᵾᶠᶍḁᶹḋḉᵫ 

ᵡᶩᶝᵸ 7G ᶆᶎ Sᴂimilarity Vbiewᶊᶃᵣᶅ ᵶᶅᵣᶝᵸᴳɕ ᵾ Similari ty ᶇ ᵫᵡᶪ ᶇᵶᶅᴲ

Scaffold ᶊᶅ Group טּ CƎlu stering ᵸᶪטּ ᶍḳᴻḳᶊᶃᵣᶅᶡ ᵺᶅ ᵶᶅᵣᶝᵸ  G

 

7-1. Scaffold ᶆᶍ ḇḻḙ᷄ ᶍ⅛ᵣ  

 

ḏᴻḇḡᴻḁᶍḟḵḎᶿḧ᷄ḁᶍ ᶆᶎḁḢ᷄Ḑḳḏᴻḇɵ ᶊḢḟḉḑ ᶱ ᵶᶝᵸᴳ

ᵼᵶᶅᵼᶍḢḟḉḑᵫᶈᶍḇḻḙ᷄ ᶊ ᶝᶫᶪ ᶇ ᵷᵪᶇᵣᵥ ᶱ ᶊ ḇḻḙ᷄ ᶱḲḁḐᶷ

ḋḟᵶᶝᵸᴳ ᶍḏᴻḇḡᴻḁ ᶊᴲ Ḣḟḉḑᶱ᷿ᶼᶷн ᶪḇḻḙ᷄ ᵫ ᵸᶪ ᶎ

ᶊ ᵲᶩᶝᵸ  G

 ḚḋḐᵶᵾḢḟḉḑᶍ ᶞ ᶮᵺᵫ ᵮ ᵷ mƎascot ᶆ sᴂame -set ᶇb ᶲᶆᵣᶪ ᶞ ᶮᵺᶱᴲ

Scaffold ᶆᶎ pᴂr ot ein  group ᶇb ᶲᶆᵣᶝᵸ SGamples ḲḁḐᶍ ᶆ Accession ᶍ ᶍ ᶬᶊ֪֩

ᵫᵡᶩᵼᶍ ᶊÚ ᶇƎ ᵴᶫᶅᵣᶪᶡᶍᵫᵲᶫᶊ ᵶɕ ᵸ זּ֩ ֪G 

 

same-set ᶧᶩּז∞ ḚƎḋḐᵶᵾḢḟḉḑᶊᶿḲḀḒḳᶍḢḟḉḑᵫᶉᵮᴲ ᶊᶧᶩ ᵮᶍḢḟḉḑᵫḦḋḉ

ᵶᶅᵣᶪḇḻḙ᷄ ᵫ ᵸᶪ᷆ᴻḁᶱ MASCOT ᶆᶎ sᴂub -set ᶇb ᶲᶆᵣᶝᵸ SGcaffold ᶆᶎ 

sub -set ᶍḏᴻḇᶎ Samples View ᶍ ḇḻḙ᷄ ḲḁḐᶊ ᶫᵹᴲ ᵸᶪᶧᵥᶊ Similar ity  View 

ᶍ Nᴂo group ᶊb╗ ᵮᵾᶊᵴᶫᶅᵶɕ ᵣᶝᵸ  G

╗ ᷿ᶼᶷн ᶪḢḟḉḑɵ ᶀᶉᵫᶨᴲ ᶍḇḻḙ᷄ ᶊᶎᶷ᷊ᶹḻᵴᶫᶅᵣᶉᵣḮḓᴻ ᶉ᷄Ḣḟḉḑɵ

ᶡᶃḇḻḙ᷄ ᶡᵡᶩᶝᵸ MGASCOT ᶆᶎᵲᶫᶨḇḻḙ᷄ ᶎᵸᶘᶅ Fᴂamily  Protein ᶇbᵶᶅᶝᶇᶠᶨ

ᶫᶝᵸᴳ ᶩ ᶞ ᶍ᷅ḳᴻḟּטᶷḳ᷉ḲḂḨᶍ ᶊᶡᶧᶩᶝᵸᵫ SƎcaffold ᶆᶎḮḓᴻ᷄Ḣḟḉḑᶍᶞ

ᶉᶨᵹ᷿ᶼᶷḢḟḉḑᶍ ᵪᶨᵶᵴᶊ ᶄᵣᶅᴲ᷄ ḱḁḇᴻ (Cluster )ᶇᵶᶅᶝᶇᶠᶨᶫᶪ᷆ᴻḁᶇ ḲƎḁḐ

ᶍ ᶍḇḻḙ᷄ ᶊ᷿ᶼᶷḢḟḉḑᵫ ᵸᶪ ᶱ ᵸᶊᶇᶈᶝᶪ᷆ᴻḁᵫᵡᶩᶝᵸ  G

∙ 7 ᶆᶎᴲ᷅ ḳᴻḟּטᶣClustering ᶍ ᶊᶃᵣᶅ ᵶᶅᵣᶝᵸ  G

 

 

7-2. ᶍ  : summary  

 

Scaffold 4 ∙ ᶆᶎ Sᴂhare peptid e Grouping ᶇbᵣᵥ᷅ḳᴻḟּטᴴ᷄ ḱḁḇᴻ ᶍᶷḳ᷉ḲḂḨᶱטּ

ᵸᶪ ᵫᶆᵬᶝᵸ SGcaffold 3  ∙ ᶆ⅛ᶮᶫᶅᵣᵾ ᶊᶃᵣᶅᶎ Lᴂegacy Protein Grouping ᶇb ᶲ

ᶆᵣᶝᵸ  G

Sᴂhare peptid e Grouping ᶍb ᶎᴲ ᶍ ᶆ ᶠᶨᶫᶅᵣᵾᴲᴂ ᵣ ᶆᵡᶪḢḟḉḑᵫ
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Ḯdḓᴻ᷄e ᶊ ᵸᶪ ᶇbᵣᵥ ᶊᵲᵿᶮᶪᶇ ḇḻḙ᷄ ḲḁḐχᶨ ᵰ ᶀᶅᵶᶝᵥᶧᵥᶉ  

ḇḻḙ᷄ ᶱ ᵸᶪ ᶱ ╗ᶍ ᶇᵶᵾᶷḳ᷉ḲḂḨᶆᵸ  G

ḏᴻḇ ᶩ ᶞ ᶊ Pᴂrotein Grouping ᶇbᵣᵥθ ḟ᷿ḯḻᶆ Uᴂse protein cluster  analys is ᶇbᵣᵥ

ᶱ ᶕᵲᶇᶆᵲᶍᶷḳ᷉ḲḂḨᵫ סּ ᶆᵸ זּ֩ ֪G  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

ᶍ ᶱ ᶲᵿ ᶆᶡ ḏƎᴻḇᶱ ᶩ

ᶲᵿ ᶊ ᵸᶪᵲᶇᵫᶆᵬᶝᵸ  G

ḩḓḭᴻ ᶍ Experiment -> Edit Experiment ᶊ

ᶅ ᶫᶪḈᶹᶷḵ ᶊ᷅ᶅ ḱƎḀ Ḥθḇḻ ᶍ 

ᶊᶅ uᴂse protein c lust er ana lysis ᶍb ᶱ

ᶒᴲ Aᴂpp ly Ḥbḇḻɵ fiᵸ ᶆ סּ ᶆᵸ █֩

֪G  

 

∙ ᵲƎᶍ᷅ḳᴻḟּט ᶒᶊ᷄ḱḁḇᴻ ᶍ  ᶷḳ᷉ḲḂḨᶍטּ ᶍᵾᶠᴲ ᶱᵴᶨᶊ∙ּז ᶃᶍḙᴻḐ

ᶊᶮᵰᶅ ᵶɕ ᵸ  G
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7H -2-1 . Protein Grou ping  (same-set) 

7H -2-2 . Protein Pa ring  (sub -set) 

7H -2-3 . Protein Clustering  (Family protein ) 

 

7-2-1. Protein Grouping ( same -set ) 

 

ḚḋḐᵶᵾḢḟḉḑᶍ ᶞ ᶮᵺᵫ ᵮ ᵷ mƎascot ᶆ sᴂame -set ᶇb ᶲᶆᵣᶪ ᶞ ᶮᵺᶱᴲ

Scaffold ᶆᶎ pᴂrotein  group ᶇb ᶲᶆᵣᶝᵸᴳ ᶍᶧᵥᶊƎ group ᶊ ᶍḇḻḙ᷄ ᶱ ᶟ ᴲ

Samples view ᶊᶅAccession ᶍ ᶬᶊ֩ᶇ֪Ú ᶇƎ ᵴᶫᶝᵸ זּ֩ ֪G  

 

 

 

 

 

 

 

Accession Number ᶍᶇᵲᶬᶱ᷄ Ḳḋ᷄н ᶪᶇ gƎroup ᶊ ᶝᶫᶪḇḻḙ᷄ ᵫ ᵴᶫ ᵼƎᶍ ᵪᶨ

ᵸᶪ ᶆḲḁḐᶊ ᵴᶫᶪAccessionᶱ ᵸᶪᵲᶇᵫᶆᵬᶝᵸ זּ֩ ֪GᶝᵾSamp les View ּז

ᶍ Pᴂrotein Informat ion pane ᶆbᶡ᷅ḳᴻḟᶊ ᵸᶪḇḻḙ᷄ ᶱ ᵸᶪ ᵫᶆᵬᶝᵸ █זּ֩  ֪

 

 

 

 

 

 

 

᷅ḳᴻḟᶊ ᵸᶪḇḻḙ᷄ ᶇ ᵼƎᶍḇḻḙ᷄ ᶊ ᵸᶪḢḟḉḑᶊᶃᵣᶅ ᵸᶪᶇ ḢƎḟḉḑᶎ∙ּז

ᶍ 2 ᶊ ᵸᶪ ᵫᶆᵬᶝᵸ  G

- ᷿ᶼᶷḢḟḉḑ  é ḇḻḙ᷄ ᶊᶷ᷊ᶹḻᵴᶫᶪḢḟḉḑ 

- Ḯḓᴻ ᶉ᷄Ḣḟḉḑ é ╗ᶍḇḻḙ᷄ ᶊᶷ᷊ᶹḻᵴᶫᶅᵣᶪḢḟḉḑ 

 

᷿ᶼ Ḣʊḟḉḑᶊᶃᵣᶅᶎḇḻḙ᷄ ᶊᶧᶂᶅ ᵫ ᵴᶫᴲ ᶍ ᶉᶈᶊᶎᵼᶍ   

ᵫ ᵴᶫᶝᵸᴳ ᶎḇḻḙ᷄ ᶍ ᵫ ᵪᶨᵶᵣᶚᶈ ᵮᶉᶪᶧᵥᶉ ᶊᶉᶂᶅᵣᶅᴲ

ᶊḮḓᴻ ᶉ᷄Ḣḟḉḑɵ ᶂᶅ ᵶɕ ᵸ  G
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ḇḻḙ᷄ A ᶊᵩᵰᶪ Ḣḟḉḑ p ᶍ  Weight W ( p,A) ᶎ ∙Ǝּזᶍ ᵪᶨ ᵶɕ ᵸ  G

 

 

 

 

 

 

 

 

(numerator )ᶆᵡᶪPEexcl(A) ᶇᶎ AƎᶊᶷ᷊ᶹḻᵴᶫᶅᵣᶪᵸᶘᶅᶍḮḓᴻ Ḣ᷄ḟḉḑXᶍ

Px ᶱ ᵶ ᶮᵺᵾᶡᶍᶆᵸ זּ֩ ֪G 

 

 

 

 

 

 

(denomin ator )ᵫ≥ ᵸᶪᶇᵲᶬᶎ ᶆᵸטּ PGEexcl(A)ᶇ Ḯḓᴻ Ḣ᷄ḟḉḑᶍ probabi lity

ᶱ ḢƎḟḉḑp ᵫᶷ᷊ᶹḻᵴᶫᶅᵣᶪᵸᶘᶅᶍḇḻḙ᷄ ᶆᵴᶨᶊ ᵶ ᶮᵺ ᵼƎᶍ ᶆ ᶪᶇ   ᵣᵥ

ᶱטּ ᶂᶅᵣᶝᵸᴳн ᶉᶮᶀᴲ ᶍḇḻḙ᷄ ᶊ ᶘḮḓᴻ᷄Ḣḟḉḑᶍ ᵫ ᵮ          ᵼᶍ

probability ᵫ ᵣᶇ ᶡ ᵮᶉᶪᶧᵥᶊᶉᶂᶅᵣᶝᵸ  G

ᵴᶫᵾ ᶎ Similarity View ᶍ ᶆ ᵴᶫᶝᵸ זּ֩ ֪G  

 

 

 

 

 

 

 

 

 

 

 

 

7-2-2.Protein  Pairing( sub -set ) 

 

same-setᶍḏᴻḇᶎ group ᶇᵶᶅᶝᶇᶠᶨᶝᵸᵫ ḢƎḟḉḑᶍᶷ᷊ᶹḻ ᵫ sub -set, ᶊּז

∞ᶊ∞ ᵸᶪ ᶍƎ gƎroup ᶊᶎᶝᶇᶠᶨᶫᵹ Simila rity  View ᶆᶍᶞ ᵸᶪ ᵫᶆᵬᶝᵸᴳ

Similarity View ᶍ █ ᴲNᴂo Group ᶊbᶝᶇᶠᶨᶫᶅᵣᶝᵸ֩ ֪G 
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7-2-3.Protein  Clustering ( Famil y Protein s) 

 

MASCOT ᶆᶎᴲ ᶱ ᵧᶪ᷿ᶼ Ḣʊḟḉḑᵫ ᶃᶆᶡ ᵸᶫᶏ Famil y Protein ᶇᵶᶅᶝᶇᶠ

ᶨᶫᶝᵸ זּ֩ 1֪G╗ Scaffo ld ᶍ Protein Clus tering ᶍᶷḳ᷉ḲḂḨᶆᶎᵼᶫᶧᶩᶡ ᵶᵣ

זּ֩ 2 ᵫ֪ᵡᶩᴲ᷿ ᶼ Ḣʊḟḉḑᵫ╗ ᶍ ᶱ ᵧᶅᵣᶉᵰᶫᶏᶉᶩᶝᵺᶲ  G

 

᷄ḱḁḇᴻ ᶍזּ∙ᶍḳᴻḳᶎטּ ᶩᶆ  н

 ♣ Ḧḓḭᶷḳᶇ ᶍ ᵫ ᵶ│ᶉᶩᶝᵸᶍᶆᵳ ≥ᵮᵿᵴᵣ 

 

1. ᷿ᶼ Ḣʊḟḉḑᶍ probab ility ᶍ ᵫ 95% ∙ ᶆᵡ  ᶅ

2. ᷿ᶼʊ Ḣḟḉḑᶍ probabilit y ᶍ ᵫᴲ᷿ ᶼᶷ ᶒᶊḮḓᴻ Ḣ᷄ḟḉḑᶍ probability ᶍ ᶊ ᵶᶅ 

50% ∙ ᶆᵡᶪ  G

3. 1,2 ᶍ ᶱᵸᶘᶅ ᵾᵸḇḻḙ᷄ ᶆ Family ᵫ ᵴᶫ  ᶅ

 

ᶉᵩ CƎluster ᶱ ᵸᶪ ᶆᶎ Sampl es Filter ᶍ ᶎ ᵴᶫᶝᵺᶲ CGluster ᴲ

filter ᵫ ᵴᶫ SƎamples ᶊ ᵴᶫᶪᵪᶈᵥᵪᵫ ᶝᶩᶝᵸ Gּז ᶊᴲ ᶡ ᶠᵾ

ᵫᵳᵵᵣᶝᵸ  G

h ttps://proteomesoftware .zendesk.com/hc/en -us/ar ticles/115001221723 -Protein -Grouping

-and -Clustering -in -Scaffold  

 

Clus ter ᶎ SƎamples ᶊᶅ Row number ᶍִיᶊ ᶷᶹ᷈ḻᵫ ᵴᶫᴲ ᶡ Cᴂluster of ᵇ

ᶇ ᵴᶫᶅᵣᶝᵸ זּ֩ ֪GAccession ᶍ ᶬᶊᶎ CƎluster ᶊ ᵸᶪḇḻḙ᷄ ᶍ ᶡ[N]ᶍ ᶆ   

ᵴᶫᶅᵣᶝᵸ  G

 

https://proteomesoftware.zendesk.com/hc/en-us/articles/115001221723-Protein-Grouping-and-Clustering-in-Scaffold
https://proteomesoftware.zendesk.com/hc/en-us/articles/115001221723-Protein-Grouping-and-Clustering-in-Scaffold
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Cluster ᶍ Accession nu mber ᶍᶇᵲᶬᶱ᷄Ḳḋ᷄н ᶪᶇ CƎlu ster ᶆ ᵸᶪ ḇḻḙ᷄ ᶍ

Accession ᶊ ᵶᶅ ᵸᶪ ᵫᶆᵬᶝᵸ  G

Ḥḇḻɵ ᷄Ḳḋ᷄н ᶪᶇᵼᶍּזᶊ ᵶ CƎluster ᶊ ᵸᶪḇḻḙ᷄ ᵫ╗ ᶆ ᵴᶫᶝᵸ זּ֩

֪G  

 

 

ḩḓḭᴻ ᶍ View -> Show Entire Prot ein C lusters ᶱ ᵸᶪᶇ SƎamples ᶍ Filtering

ᶱ ᵾᵴᶉᵣḇḻḙ᷄ ᵫ᷅ḴᴻᶷᶻḐᶍ ᶆ ᵴᶫᶝᵸ זּ֩ ֪Gᵲᵲᵪᶨᶡ FƎamily ᶍ ᶊᶎ

Samples ᶍ Fil tering ᶎ ᶉᵣᵲᶇᵫɲ ᵪᶩᶝᵸ  G

 

 

Samples View ᶉᶈᶆ ᵴᶫᶪ ᶊᶃᵣᶅ CƎluster ᶆᶎ ·ᶍḇḻḙ᷄ ᶇᶎ ᵫ│ᶉᶩᶝᵸ  G

ᵧᶏּז ᶱᵳ ᵮᵿᵴᵣᴳ ᶇ A,B,C ᵫḇḻḙ᷄ ᴲᶍ ᶍ ᵴᵣ ᶍ ᵫḁḢ᷄Ḑḳᶱ ᵶ  Ǝ  

ḇḻḙ᷄ B ᶇC ᵫ᷄ḱḁḇᴻᶱ ᵶᶅᵣᶪᶇᵶɕ ᵸ BG ᶍ Total Spectra ᶎ 4 CƎᶡ 4 ᶆᵸᵫ B ᶇ C

ᶍ᷄ḱḁḇᴻᶆᶎ ᶍ 8 ᶆᶎᶉᵮ6 ᶆᵡᶪᵲᶇᶊ ≥ᵶᶅᵮᵿᵴᵣᴳ᷿ ᶼ ᵴʊᶫᶅᵣᶪḢḟḉḑᶎᶝᶇᶠᶅ   

ᶃᶇ᷀ᶻḻḐᵴᶫᶝᵸ  G
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7-3. Legacy Protein grouping   

 

ᵲᵲᶆᶎ Scaffold 3 ∙ ᶆ ᵴᶫᶅᵣᵾ ᷅ḳᴻḟּטᶍḳᴻḳ֩ ḘᴻḀḯḻᶆᶡ Legacy Protein 

grouping ᶇ ᶏᶫᶅᵣᶪḳᴻḳ ᶊ֪ᶃᵣᶅ ᵶᶅᵣᶝᵸ  G

Legacy Protein groupin g ḳᴻḳᵫ ᵴᶫᶅᵣᶪ ᶆᶡ SƎimilarity  Viewᶍ ᶎᶚᶇᶲᶈ ᶮᶩ

ᶝᵺᶲᵫᴲ ḃḳᶍ ᵫ Weight ᶆᶉᵮ probability ᶆᵡᶪ ᵫ│ᶉᶩᶝᵸ זּ֩ ֪G 

 

 

 

Legacy pro tein grouping ᶊᵩᵰᶪ ḢƎḟḉḑᶍḇḻḙ᷄ ᶗᶍ ᶎ∙ּזᶍ ᶩᶆᵸ  G

ᶝᵪᶊᵣᵥᶇ ḢƎḟḉḑ ᶎḇḻḙ᷄ ᶍ ᶍ ᵪᶨᵶᵴᶍ ᵬᵣ ᶊḢḟḉḑɵ ᵴᵺᶪ ᶇƎ 

ᵣᵥḳᴻḳᶇᶉᶂᶅᵣᶝᵸ  G

 

ᵼᵲᶆᶝᵹḇḻḙ᷄ ᶊᴲʊ ᷊ᶹḻᵴᶫᵾḢḟḉḑᶍ probability ᶍ ᶱ ᵶɕ ᵸ זּ֩ ֪G 

 

 

 

 

 
























































